Table S3A. Amino acid conservation for p.(Ala192Glu) in SALL4.
	Species
	Gene
	Alignment for p.(Ala192Glu)

	H.sapiens
Wildtype
	ENST00000217086
		

	
	V
	T
	L
	Q
	A
	L
	R
	G
	T
	K
	V
	A
	V
	N
	Q
	R
	S
	A
	D
	A
	L




	H.sapiens
Mutated
	ENST00000217086
		V
	T
	L
	Q
	A
	L
	R
	G
	T
	K
	V
	E
	V
	N
	Q
	R
	S
	A
	D
	A
	L




	P.troglodytes
	ENSPTRG00000013631 
		V
	T
	L
	Q
	A
	L
	R
	G
	T
	K
	V
	A
	V
	N
	Q
	R
	S
	A
	D
	A
	L




	M.mulatta
	ENSMMUG00000003870
		V
	T
	L
	Q
	A
	L
	R
	G
	T
	K
	V
	A
	V
	N
	Q
	R
	S
	A
	D
	A
	L




	F.catus
	No homologue
	

	M.musculus
	ENSMUSG00000027547 
		V
	T
	L
	Q
	A
	L
	R
	G
	T
	K
	V
	A
	V
	N
	Q
	R
	G
	A
	E
	A
	P




	G.gallus
	ENSGALG00000007834
		V
	T
	L
	Q
	T
	I
	 R
	G
	T
	 K




	T.rubripes
	ENSTRUG00000007410
			V
	T
	L
	E
	T
	M
	A
	D
	T
	K
	V
	A
	V
	S
	Q
	H
	S
	N
	K
	A
	D







	D.rerio
	ENSDARG00000044485
		V
	T
	L
	E
	S
	M
	A
	A
	T
	K
	V
	A
	V
	T
	Q
	H
	S
	S
	N
	S
	S




	D.melanogaster
	No alignment
	

	C.elegans
	No alignment
	

	X.tropicalis
	ENSXETG00000012326
		V
	T
	L
	Q
	T
	 I
	N
	S
	T
	 K
	V
	A
	V
	N
	Q
	H
	A
	A
	D
	G
	V







Table S3B. Amino acid conservation for p.(Asp685His) in SALL4.
	Species
	Gene
	Alignment for p.(Asp685His)

	H.sapiens
Wildtype
	ENST00000217086
		G
	E
	N
	G
	S
	T
	G
	A
	I
	C
	H
	D
	D
	V
	I
	E
	S
	I
	D
	V
	E
	E
	V




	H.sapiens
Mutated
	ENST00000217086
		G
	E
	N
	G
	S
	T
	G
	A
	I
	C
	H
	H
	D
	V
	I
	E
	S
	I
	D
	V
	E
	E
	V




	P.troglodytes
	ENSPTRG00000013631 
			G
	E
	N
	G
	S
	T
	G
	A
	I
	C
	H
	D
	D
	V
	I
	E
	S
	I
	D
	V
	E
	E
	V







	M.mulatta
	ENSMMUG00000003870
		 G
	E
	N
	G
	S
	I
	G
	A
	I
	C
	H
	D
	D
	V
	I
	E
	S
	I
	D
	L
	E
	E
	V




	F.catus
	No homologue
	

	M.musculus
	ENSMUSG00000027547 
		S
	E
	N
	G
	S
	A
	S
	G
	V
	C
	Q
	D
	D
	A
	A
	E
	G
	M
	E
	A
	E
	E
	V




	G.gallus
	ENSGALG00000007834
		E
	K
	N
	G
	D
	I
	S
	R
	  
	-   -
	P
	D
	E
	S
	M
	E
	S
	M
	E
	I
	E
	E
	D




	T.rubripes
	ENSTRUG00000007410
		P
	E
	E
	T
	S
	M
	D
	T
	S
	 S
	F
	E
	A
	S
	M
	E
	
	




	D.rerio
	ENSDARG00000044485
		S
	N
	G
	-
	-
	-
	-
	-
	-
	           H
	E
	E
	S
	M
	E
	E
	Q
	D
	F
	-
	E
	L




	D.melanogaster
	No alignment
		E
	D
	Q
	N
	S
	N
	K
	S
	L
	G
	T
	S
	D
	T
	L
	DF
	S
	T
	T
	I
	S
	D
	H




	C.elegans
	No alignment
		A
	Q
	I
	Q
	A
	S
	QQC
	P
	I
	C
	Q
	Q
	R
	F
	L
	N
	A
	G
	E
	L
	-
	A
	V




	X.tropicalis
	ENSXETG00000012326
		E
	K
	N
	G
	E
	L
	N
	N
	S
	F
	T
	D
	E
	N
	P
	D
	D
	I
	D
	M
	E
	D
	D
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