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Supplemental Figure S1. Melt peaks of 5’ and 3’ TP-PCR products of non-disease associated, i.e. 
normal/premutation mixtures. Domains highlighted in grey and pink represent premutation and full 
penetrance zones, respectively. The presence of premutation allele in the mixture could be detected at 
10% in the normal allele background. 
-dF/dT, negative first derivative of fluorescence versus temperature; NL, normal; PM, premutation 


