
	Table S2: Comparison among different DNA-based techniques  used for the genetic discrimination of  FOC isolates

	Isolate(s)
	SSR
	ERIC-PCR
	BOX-PCR
	RAPD
	
	Mating Type
	ITS 
	TEF 1-α

	
	Total number of Alleles
	
	Type of major clade

	FOC 33
	8
	2
	18
	18
	
	I
	I
	I

	FOC 40
	8
	6
	5
	17
	
	I
	I
	I

	FOC 17
	8
	6
	5
	17
	
	I
	II
	I

	FOC 100
	8
	8
	4
	14
	
	I
	I
	I

	FOC 63
	8
	6
	17
	12
	
	II
	I
	I

	FOC 72
	8
	10
	16
	13
	
	II
	I
	II

	FOC 76
	8
	5
	2
	16
	
	II
	I
	II

	FOC 1
	8
	10
	5
	14
	
	I
	I
	II

	FOC 22
	8
	9
	13
	19
	
	I
	I
	I

	FOC 35
	8
	13
	13
	17
	
	I
	I
	II

	FOC 53
	8
	8
	12
	15
	
	I
	I
	II

	FOC 31
	8
	5
	4
	26
	
	I
	I
	I

	FOC 79
	8
	12
	7
	26
	
	II
	I
	I

	FOC 88
	8
	2
	6
	22
	
	II
	II
	II

	FOC 60
	8
	3
	12
	15
	
	II
	I
	II

	FOC 98
	8
	6
	4
	10
	
	I
	I
	II

	FOC 108
	8
	5
	6
	10
	
	II
	II
	II

	FOC 90
	8
	5
	11
	19
	
	II
	II
	II

	FOC 6
	8
	4
	3
	20
	
	I
	I
	I

	NDFOC 98
	8
	6
	7
	19
	
	I
	I
	I



