[bookmark: _GoBack]Table S21. Pairwise identity (upper right part of the table) and pairwise genetic distance (lower left part of the table) between full genome nucleotide sequences of six zebra finch circovirus strains. GenBank sequence accession numbers are given in the first column.

	
	8454V25-1
	21609
	25602
	32257
	32469
	33465

	8454V25-1 (KP793918)
	
	91.67
	91.39
	93.74
	94.25
	91.92

	21609 (KU641381)
	0,090
	
	98.13
	91.82
	91.82
	95.25

	25602 (KU641382)
	0,092
	0,021
	
	91.65
	91.44
	94.18

	32257 (KU641383)
	0,066
	0,088
	0,088
	
	95.26
	92.73

	32469 (KU641384)
	0,060
	0,088
	0,091
	0,049
	
	92.48

	33465 (KU641385)
	0,082
	0,052
	0,057
	0,076
	0,079
	




