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	zebra finch circovirus strain name

	
	
	8454V25-1
	21609
	25602
	32257
	32469
	33465

	
	genome length (nt)
	1982
	1981
	1975
	1983
	1983
	1981

	ORFV1 (rep)
	nt start-stop
	29-904
	29-904
	29-904
	29-904
	29-904
	29-904

	
	nr. of aa
	291
	291
	291
	291
	291
	291

	
	start codon
	ATG
	ATG
	ATG
	ATG
	ATG
	ATG

	ORFV21
	nt start-stop
	648-1400
	1067-1360
	nd
	648-1112
	1069-1401
	nd

	
	nr. of aa
	250
	97
	
	154
	110
	

	
	start codon
	ATG
	ATG
	
	ATG
	ATG
	

	ORFV32
	nt start-stop
	nd
	nd
	1556-1974
	nd
	nd
	nd

	
	nr. of aa
	
	
	139
	
	
	

	
	start codon
	
	
	CTG
	
	
	

	ORFC1 (cap)
	nt start-stop
	1233-1967
	1232-1966
	1232-1960
	1234-1935
	1234-1935
	1232-1966

	
	nr. of aa
	244
	244
	242
	233
	233
	244

	
	start codon
	TTG
	TTG
	TTG
	ATG
	ATG
	TTG

	ORFC22
	nt start-stop
	1289-1720
	1351-1653
	1345-1647
	1290-1655
	1290-1655
	1468-1719

	
	nr. of aa
	143
	100
	100
	121
	121
	83

	
	start codon
	ATG
	ATG
	ATG
	ATG
	ATG
	ATG

	ORFC33
	nt start-stop
	nd
	2-565
	2-565
	1-565
	nd
	2-565

	
	nr. of aa
	
	187
	187
	188
	
	187

	
	start codon
	
	TTG
	TTG
	TTG
	
	TTG

	ORFC44
	nt start-stop
	898-1083
	737-1081
	737-1081
	nd
	898-1083
	894-1082

	
	nr. of aa
	61
	114
	114
	
	61
	62

	
	start codon
	ATG
	ATG
	ATG
	
	ATG
	ATG


nt, nucleotides; aa, amino acids; 1highest identity with hypothetical protein BFDV (BAG55243); 2no proteins with significant identity detected; 3ORF C2 Pigeon CV (ABK79783); 4highest identity with ORFC2 Finch CV (ABI54259)
