Table S1. Densitometry of immunoblot data presented in Figure 1C.

	Cell Line
	Protein
	Time
	Androgen
	Mean
	Standard Error
	Significant from Vehicle

	LNCaP
	ATG4B
	24 hours
	Vehicle
	1.0
	1.8E-07
	

	
	
	
	100 pM
	1.2
	3.1E-01
	

	
	
	
	1 nM
	1.3
	2.2E-02
	**

	
	
	
	10 nM
	1.5
	2.0E-01
	

	
	
	72 hours
	Vehicle
	1.0
	2.7E-07
	

	
	
	
	100 pM
	1.5
	1.2E-01
	*

	
	
	
	1 nM
	2.1
	3.6E-01
	*

	
	
	
	10 nM
	2.1
	4.2E-01
	*

	
	ATG4D
	24 hours
	Vehicle
	1.0
	2.6E-06
	

	
	
	
	100 pM
	4.3
	2.4E+00
	*

	
	
	
	1 nM
	16.9
	2.4E+00
	**

	
	
	
	10 nM
	13.4
	5.9E+00
	*

	
	
	72 hours
	Vehicle
	1.0
	4.4E-07
	

	
	
	
	100 pM
	1.3
	8.4E-01
	

	
	
	
	1 nM
	3.6
	6.0E-01
	*

	
	
	
	10 nM
	2.6
	4.2E-01
	*

	
	ULK1
	24 hours
	Vehicle
	1.0
	6.0E-07
	

	
	
	
	100 pM
	0.9
	1.3E-01
	

	
	
	
	1 nM
	1.5
	4.3E-01
	

	
	
	
	10 nM
	1.8
	7.0E-01
	

	
	
	72 hours
	Vehicle
	1.0
	1.8E-07
	

	
	
	
	100 pM
	1.4
	1.9E-01
	

	
	
	
	1 nM
	2.5
	1.5E-01
	**

	
	
	
	10 nM
	2.5
	1.2E-01
	**

	
	ULK2
	24 hours
	Vehicle
	1.0
	3.1E-07
	

	
	
	
	100 pM
	3.0
	1.0E+00
	*

	
	
	
	1 nM
	2.6
	2.5E-01
	*

	
	
	
	10 nM
	2.7
	1.0E-01
	**

	
	
	72 hours
	Vehicle
	1.0
	1.0E-06
	

	
	
	
	100 pM
	2.1
	3.0E-01
	*

	
	
	
	1 nM
	2.8
	1.1E+00
	

	
	
	
	10 nM
	1.9
	1.9E-01
	*

	VCaP
	ATG4B
	24 hours
	Vehicle
	1.0
	3.2E-07
	

	
	
	
	100 pM
	1.7
	9.2E-01
	

	
	
	
	1 nM
	1.9
	4.1E-01
	*

	
	
	
	10 nM
	1.7
	2.0E-01
	*

	
	
	72 hours
	Vehicle
	1.0
	1.4E-07
	

	
	
	
	100 pM
	2.9
	1.7E+00
	*

	
	
	
	1 nM
	4.0
	2.1E+00
	*

	
	
	
	10 nM
	3.6
	2.5E+00
	*

	
	ATG4D
	24 hours
	Vehicle
	1.0
	3.2E-07
	

	
	
	
	100 pM
	2.2
	4.2E-01
	*

	
	
	
	1 nM
	1.9
	4.1E-01
	*

	
	
	
	10 nM
	1.7
	2.0E-01
	*

	
	
	72 hours
	Vehicle
	1.0
	1.4E-07
	

	
	
	
	100 pM
	2.1
	9.7E-01
	

	
	
	
	1 nM
	4.1
	2.2E+00
	*

	
	
	
	10 nM
	3.7
	2.6E+00
	

	
	ULK1
	24 hours
	Vehicle
	1.0
	3.7E-08
	

	
	
	
	100 pM
	1.4
	2.8E-01
	

	
	
	
	1 nM
	2.9
	1.9E+00
	

	
	
	
	10 nM
	2.9
	1.9E+00
	

	
	
	72 hours
	Vehicle
	1.0
	3.2E-07
	

	
	
	
	100 pM
	3.3
	1.8E+00
	*

	
	
	
	1 nM
	5.3
	2.9E+00
	*

	
	
	
	10 nM
	5.0
	3.2E+00
	*

	
	ULK2
	24 hours
	Vehicle
	1.0
	7.0E-07
	

	
	
	
	100 pM
	0.5
	2.4E-01
	

	
	
	
	1 nM
	1.7
	8.4E-01
	

	
	
	
	10 nM
	1.7
	7.6E-01
	

	
	
	72 hours
	Vehicle
	1.0
	1.8E-07
	

	
	
	
	100 pM
	1.9
	9.8E-02
	**

	
	
	
	1 nM
	4.2
	7.1E-03
	***

	
	
	
	10 nM
	3.4
	7.9E-01
	*





Table S2. Densitometry of immunoblot data presented in Figure 3B.

	Protein
	siRNA
	Treatment
	Treatment
	Mean
	Standard Error
	Significant from Vehicle

	ATG4B
	siControl
	Vehicle
	Vehicle
	1.0
	0.0
	 

	
	
	
	Androgen
	6.3
	0.0
	***

	
	siATG4B/D
	
	Vehicle
	1.3
	0.0
	 

	
	
	
	Androgen
	1.1
	0.1
	 

	
	siULK1/2
	
	Vehicle
	1.5
	0.0
	 

	
	
	
	Androgen
	4.8
	0.0
	***

	
	siControl
	Chloroquine
	Vehicle
	1.8
	0.0
	 

	
	
	
	Androgen
	8.1
	0.0
	***

	
	siATG4B/D
	
	Vehicle
	1.3
	0.0
	 

	
	
	
	Androgen
	0.9
	0.1
	 

	
	siULK1/2
	
	Vehicle
	1.2
	0.0
	 

	
	
	
	Androgen
	6.7
	0.1
	***

	ATG4D
	siControl
	Vehicle
	Vehicle
	1.0
	0.0
	 

	
	
	
	Androgen
	7.0
	0.3
	***

	
	siATG4B/D
	
	Vehicle
	0.6
	0.3
	 

	
	
	
	Androgen
	2.0
	2.0
	 

	
	siULK1/2
	
	Vehicle
	1.1
	0.1
	 

	
	
	
	Androgen
	6.1
	1.7
	*

	
	siControl
	Chloroquine
	Vehicle
	2.9
	0.4
	*

	
	
	
	Androgen
	10.0
	0.3
	***

	
	siATG4B/D
	
	Vehicle
	1.8
	0.3
	 

	
	
	
	Androgen
	2.4
	1.9
	 

	
	siULK1/2
	
	Vehicle
	1.9
	0.1
	*

	
	
	
	Androgen
	10.3
	2.6
	**

	ULK1
	siControl
	Vehicle
	Vehicle
	1.0
	0.0
	 

	
	
	
	Androgen
	1.5
	0.1
	*

	
	siATG4B/D
	
	Vehicle
	0.4
	0.1
	 

	
	
	
	Androgen
	1.7
	0.0
	*

	
	siULK1/2
	
	Vehicle
	0.4
	0.1
	 

	
	
	
	Androgen
	0.8
	0.1
	 

	
	siControl
	Chloroquine
	Vehicle
	1.0
	0.1
	 

	
	
	
	Androgen
	1.3
	0.1
	*

	
	siATG4B/D
	
	Vehicle
	0.7
	0.1
	 

	
	
	
	Androgen
	0.9
	0.1
	 

	
	siULK1/2
	
	Vehicle
	0.5
	0.1
	 

	
	
	
	Androgen
	0.8
	0.1
	 

	ULK2
	siControl
	Vehicle
	Vehicle
	1.0
	0.0
	 

	
	
	
	Androgen
	2.6
	0.2
	*

	
	siATG4B/D
	
	Vehicle
	0.8
	0.2
	 

	
	
	
	Androgen
	3.6
	0.1
	*

	
	siULK1/2
	
	Vehicle
	0.5
	0.2
	*

	
	
	
	Androgen
	0.8
	0.1
	 

	
	siControl
	Chloroquine
	Vehicle
	1.8
	0.1
	*

	
	
	
	Androgen
	4.3
	0.1
	**

	
	siATG4B/D
	
	Vehicle
	1.6
	0.1
	 

	
	
	
	Androgen
	4.3
	0.2
	**

	
	siULK1/2
	
	Vehicle
	1.1
	0.2
	 

	
	
	
	Androgen
	0.9
	0.2
	 

	LC3BII/ LC3BI Ratio
	siControl
	Vehicle
	Vehicle
	1.0
	0.0
	 

	
	
	
	Androgen
	1.5
	0.0
	**

	
	siATG4B/D
	
	Vehicle
	0.4
	0.1
	*

	
	
	
	Androgen
	0.6
	0.4
	 

	
	siULK1/2
	
	Vehicle
	0.4
	0.1
	*

	
	
	
	Androgen
	0.9
	0.0
	 

	
	siControl
	Chloroquine
	Vehicle
	1.7
	0.0
	*

	
	
	
	Androgen
	2.1
	0.1
	**

	
	siATG4B/D
	
	Vehicle
	0.7
	0.3
	 

	
	
	
	Androgen
	1.2
	0.6
	 

	
	siULK1/2
	
	Vehicle
	0.8
	0.2
	 

	
	
	
	Androgen
	1.1
	0.3
	 




Table S3. qPCR primer sequences.

	Primer
	Sequence

	RPLP0 Forward
	5'-GGACATGTTGCTGGCCAATAA-3'

	RPLP0 Reverse
	5'-GGGCCCGAGACCAGTGTT-3'

	CXCR4 Forward
	5'-TGGCCTTATCCTGCCTGGTAT-3'

	CXCR4 Reverse
	5'-AGGAGTCGATGCTGATCCCAA-3'

	FKBP51 Forward
	5'-CGGAGAACCAAACGGAAACG-3'

	FKBP51 Reverse
	5'-CTTCGCCCACAGTGAATG-3'

	AMBRA1 Forward
	5'-ACCCAGACCCAGCGAGATTA-3'

	AMBRA1 Reverse
	5'-AGACGGTTCTGTTGGTAGCG-3'

	ATG3 Forward
	5'-CCAAAAATGTGCCGTGCTAT-3'

	ATG3 Reverse
	5'-TATCTACCCATCCGCCATCA-3'

	ATG4A Forward
	5'-CTTCAAACCAGAGTGACGAGC-3'

	ATG4A Reverse
	5'-CAGGCAATGGAAAGTCTGGTC-3'

	ATG4B Forward
	5'-TCGCTGTGGGGTTTTTCTGT-3'

	ATG4B Reverse
	5'-CACCTCCAAGCAGAGACAGC-3'

	ATG4C Forward 
	5'-TGTGTGGGTATTATTGGTGGC-3'

	ATG4C Reverse
	5'-GGGCAGTGGAATGTCTCAAG-3'

	ATG4D Forward
	5'-GGGCGAGGGTGACATACAG-3'

	ATG4D Reverse
	5'-ACAGTCCGAGGTCAGGCA-3'

	ATG5 Forward
	5'-GAGTAGGTTTGGCTTTGGTTGA-3'

	ATG5 Reverse
	5'-CGTCCAAACCACACATCTCG-3'

	ATG7 Forward
	5'-GCATCCAGAAGGGGGCTATG-3'

	ATG7 Reverse
	5'-AGGCTGACGGGAAGGACAT-3'

	ATG9A Forward
	5'-CGGGTCGCTGTTCCTGA-3'

	ATG9A Reverse
	5'-TCCACCTTGACCACCAGC-3'

	ATG9B Forward
	5'-CAGTGCCAGGGTCGTGC-3'

	ATG9B Reverse
	5'-CCAGGAGGGAGACCGCT-3'

	ATG10 Forward
	5'-GCTACCCTTGGATGATTGTG-3'

	ATG10 Reverse
	5'-AAGGTCTCCCATCTAAAAAGC-3'

	ATG12 Forward
	5'-AATCAGTCCTTTGCTCCTTCCC-3'

	ATG12 Reverse
	5'-TACCATCACTGCCAAAACACTCA-3'

	ATG16L1 Forward
	5'-CGAGATAAGGAGGCGGCAAG-3'

	ATG16L1 Reverse
	5'-CTGATGGCTCGCACAGGAG-3'

	ATG16L2 Forward
	5'-GGAATGTTGTGGGAAGTCGC-3'

	ATG16L2 Reverse
	5'-GAGGGGTCAAAGTCCACACT-3'

	BECN1 Forward
	5'-GCGATGGTAGTTCTGGAGGC-3'

	BECN1 Reverse
	5'-VAGACCCTTCCATCCCTCAGC-3'

	DRAM1 Forward
	5'-TTCATCCAAGATTTCCAGAGTGTC-3'

	DRAM1 Reverse
	5'-CCCTGTCTGTCCTCTGTAGC-3'

	FAM176A Forward
	5'-AACCTCTACTGGCTGATGC-3'

	FAM176A Reverse
	5'-CTCCTTCTTCTCTTCTGGGG-3'

	GABARAP Forward
	5'-GGTGATAGTAGAAAAGGCTCCCA-3'

	GABARAP Reverse
	5'-AAGTAGAACTGACCAACTGTGAGA-3'

	GABARAPL1 Forward
	5'-GGTCCCCGTGATTGTAGAGA-3'

	GABARAPL1 Reverse
	5'-ACAGTAAGGTCAGAGGGCAC-3'

	GABARAPL2 Forward
	5'-CCCACAGTCCAGCCTAACTA-3'

	GABARAPL2 Reverse
	5'-CCAAAAGTGTTCTCTCCGCT-3'

	IRGM Forward
	5'-CTCTCCCTCACTTCAGTTGG-3'

	IRGM Reverse
	5'-TGGAGTAAGCTCATCAGGC-3'

	MAP1LC3A Forward
	5'-GCTTCCGAGTTGCTGACTGA-3'

	MAP1LC3A Reverse
	5'-GCGGTCGGCTGGGTC-3'

	MAP1LC3B Forward
	5'-AGCAGCATCCAACCAAAATC-3'

	MAP1LC3B Reverse
	5'-CTGTGTCCGTTCACCAACAG-3'

	RAB24 Forward
	5'-GCCATCGTCTGCTATGACCT-3'

	RAB24 Reverse
	5'-CGCAGTTCCTTCACCCAGAA-3'

	RGS19 Forward
	5'-GTGGTAGACGAGAAGGCGA-3'

	RSG19 Reverse
	5'-GGCTCACCTCCTTGGGG-3'

	ULK1 Forward
	5'-CAGAGACCGTGGGCAAGT-3'

	ULK1 Reverse
	5'-CTCCAAATCGTGCTTCTCGC-3'

	ULK2 Forward
	5'-GTATTGAGAGAAGACTGTCGGC-3'

	ULK2 Reverse
	5'-TTCCCCTCTTCCTCACGTT-3'

	TFEB Forward
	5'-TAGAGAATGATGCCTCCGCA-3'

	TFEB Reverse
	5'-CTGGCTCCCAGCCTGA-3'

	LAMP1 Forward
	5'-TCACGAAGGCGTTTTCAGTC-3'

	LAMP1 Reverse
	5'-CACTCCTCCACAGAGCCAAA-3'

	PPARGC1A Forward
	5'- AGTACAACAATGAGCCTTCAA-3'

	PPARGC1A Reverse
	5'- CATCAAATGAGGGCAATC-3'

	MCOLN1 Forward
	5'-TCTTCCAGCACGGAGACAAC-3'

	MCOLN1 Reverse
	5'-GCCACATGAACCCCACAAAC-3'

	GLB1 Forward
	5'-AACGCCATCCAGACATTACCT-3'

	GLB1 Reverse
	5'-GAGAGGCTTCATCTTGGGCA-3'

	ATP6AP1 Forward
	5'-TCACAGGCAACGATGAGGTC-3'

	ATP6AP1 Reverse
	5'-GCCGCTGTGTATGGGACAT-3'

	SQSTM1 Forward
	5'-CCATTGCGGAGCCTCATCTC-3'

	SQSTM1 Reverse
	5'-AGTCCCCGTCCTCATCCTTT-3'

	MITF Forward
	5'-CCTTCCCAACATAAAAAGGGAGC-3'

	MITF Reverse
	5'-TCGTTCAATCAGGTTGTGATTGTC-3'

	TFE3 Forward
	5'-GCCTGAACTCTTTGCTTCCG-3'

	TFE3 Reverse
	5'-TCCTGGAGCCCCCTTGA-3'

	TFEC Forward
	5'-CCCTTCTGGCATGGTGCATC-3'

	TFEC Reverse
	5'-CTGGGACCAGCAATGAGTGG-3'





Table S4. Primers used for construction of androgen receptor binding site (ARBS) luciferase reporter gene plasmids.

	Primer
	Sequence

	ULK1 ARBS-NheI-F
	5'-CATGCTAGCCGCCAAAGTGCTGACTAATG-3'

	ULK1 ARBS-HindIII-R
	5'-CGAAAGCTTCATGGAGAGGATGAGGAAAGAG-3'

	ULK2 ARBS 1-NheI-F
	5'-CGAGCTAGCTACCTCTCCCTGATTGCATTTC-3'

	ULK2 ARBS 1-HindIII-R
	5'-CGAAAGCTTACAACACCCTGTGATAGTTCTC-3'

	ULK2 ARBS 2-NheI-F
	5'-CGAGCTAGCTGACTGTAAGGTTCATCCATGTT-3'

	ULK2 ARBS 2-XhoI-R
	5'-CGTACTCGAGGCACTGTTGGTTGGACTGTA-3'

	ULK2 ARBS 3-NheI-F
	5'-CGAGCTAGCCCTTGTCATTCATTTCCAGACTTT-3'

	ULK2 ARBS 3-HindIII-R
	5'-CATAAGCTTCTCTCAAGGGACAAGGCATAG-3'

	TFEB ARBS 1-NheI-F
	5'-CGAGCTAGCAGTTCTACCAGTGGGTCTGT-3'

	TFEB ARBS 1-HindIII-R
	5'-CATAAGCTTTGGCAAGGCAGCAGAAA-3'

	TFEB ARBS 2-NheI-F
	5'-CATGCTAGCGGAGTTAGGAGTGGAGTCAAAG-3'

	TFEB ARBS 2-XhoI-R
	5'-CGAGCTCGAGCGTAAGATGGAGTGGTGAAGAT-3'





[bookmark: _GoBack]Table S5. siRNA sequences. 

	siRNA
	Sequence

	siAR #1
	5’-CCCUUUCAAGGGAGGUUACACCAAA-3’

	siAR #2
	5’-UAGAGAGCAAGGCUGCAAAGGAGUC-3’

	siATG4B #1
	5'-ACGCAUUCAUCGACAGGAAtt-3'

	siATG4B #2
	5'-GGAUACUGGGUAGAAAAUAtt-3'

	siATG4D #1
	5'-CGACACUCACUGUACUUCAtt-3'

	siATG4D #2
	5'-CGCCUGGUGGUGUACGUUUtt-3'

	siULK1 #1
	5'-GCAUCGGCACCAUCGUCUtt-3'

	siULK1 #2
	5'-GCAUGGACUUCGAUGAGUUtt-3'

	siULK2 #1
	5'-GCUCGUUACCUACAUAGUAtt-3'

	siULK2 #2
	5'-GAAUCUGAACGAACGAUAUtt-3'

	siTFEB #1
	5'-ACAUCAAUCCUGAAAUGCAtt-3'

	siTFEB #2
	5'-AGGAGACGAAGGUUCAACAtt-3'
































