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[bookmark: _GoBack]Supplementary file S5. Novel genes predicted by SpermNet and their related inhibitors. 

Table S1. Novel genes predicted by the model and their related inhibitors
	Gene name
	Inhibitor*

	NAGK
	3-O-methyl-N-acetyl-D-glucosamine [1]

	GCNT1
	Tunicamycin [2]

	CMPK
	Gemcitabine [3]

	NAGA
	N-acetyl-D-galactosamine [4]

	GLB1
	Pyridindolol [5]

	CTSA
	Leupeptin [6]

	GALT
	5-CF3 UDP-Gal [7]

	ENTPD4
	Sodium polyoxotungstate-1 [8]



*These inhibitors can be used to analyze the effects of inhibition of these genes on sperm energy metabolism and motility. It should be noted that we couldn’t found any potential inhibitors for SLC35D2, SLC35A2 and PGM3.
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