Table S2. Matrix of p distances among the species of Reinboldiella used in the rbcL analysis.
	
	1
	2
	3
	4
	5
	6
	7
	8
	9

	1. R. orientalis RO-CJ1
	-
	
	
	
	
	
	
	
	

	2. R. orientalis RO-CJ21
	0.00085911
	-
	
	
	
	
	
	
	

	3. R. orientalis RO-MK12
	0.00257732
	0.00171821
	-
	
	
	
	
	
	

	4. R. orientalis RO-WLD
	0.00429553
	0.00343643
	0.00343643
	-
	
	
	
	
	

	5. R. schmitziana RS-JP
	0.04037801
	0.04125131
	0.04123711
	0.03780069
	-
	
	
	
	

	6. R. schmitziana AY945772
	0.04810997
	0.04897849
	0.04896907
	0.04553265
	0.03178694
	-
	
	
	

	7. R. taiwanensis RT-CJ13
	0.03951890
	0.03867862
	0.03865979
	0.03522337
	0.02920962
	0.02319588
	-
	
	

	8. R. warburgii RW-CJ
	0.01804124
	0.01890034
	0.01890034
	0.01718213
	0.03780069
	0.04209622
	0.03264605
	-
	

	9. R. warburgii EF125878
	0.01890034
	0.01975945
	0.01975945
	0.01804124
	0.03865979
	0.04295533
	0.03436426
	0.00257732
	-


1The rbcL sequences of RO-CJ3, -CJ4, -CJ5, and -CJ6 are identical to RO-CJ2.
2The rbcL sequence of RO-MK2 is identical to RO-MK1.

3The rbcL sequences of RT-LTB, -CJ2, -CJ3, and –CJ4 are identical to RT-CJ1.
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