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Figure S1.  Histograms of WGS read depths at variant loci.  (a) before PK reference self-similarity filter. (b) after self-similarity filter. 
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Figure S2.  Multidimensional Scaling plot of GBS and WGS SNPs.  Shaded areas were drawn to highlight genetic clusters of Hemp (yellow), NLDT (no color), and BLDT (green) group assignments that were made by FLOCK.  








Figure S5.  Principal Components Analysis of cannabinoid and terpene profiles colored by FLOCK derived genetic groups.
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