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	Name
	Abbreviation
	Origin and biologic role
	Suggested association in AS patients

	B-type natriuretic peptide/N-terminal pro B-type natriuretic peptide
	BNP/NTproBNP
	Released in from ventricular and/or atrial cardiomyocyte in response to myocardial stretch
	Correlate with AS severity.
In asymptomatic severe AS predictive of early symptom onset, 'positive' exercise test, and worse prognosis.

	Cardiac troponins
	Troponin I and troponin T
	Degradation of the contractile filaments causes rise of troponins and is suggestive of cardiomyocyte necrosis.
	Correlate with increased LV mass and fibrosis.

	Heart-type cytosolic fatty acid binding proteins
	H-FABP
	Fatty acid transporter
	Correlated with relative wall thickness and cardiac events in early stages of AS

	Cancer antigen 125 
	CA-125
	Released from mesothelial cells in response to inflammation 
	Correlates with left atrial and ventricle size. 
Associated with symptoms and adverse events.

	Growth differentiation factor 15
	GDF-15
	Cytokine which is a member of transforming growth factor family and participates in inflammation and apoptotic pathways
	Risk predictor of TAVR outcomes

	Growth differentiation factor 11
	GDF-11
	Cytokine which is a member of transforming growth factor family, suggested to be involved in "aging processes"
	Reflective of frailty and related to post procedural complications and re-hospitalization

	Red blood cell distribution width
	RDW
	Increased among patients with inflammatory conditions, renal dysfunction, atherosclerosis, and states of ineffective erythropoiesis
	Related to increased mortality post-TAVR

	Malondialdehyde
	MDA
	Reactive product of lipid peroxidation
	Predictor of worse prognosis following TAVR

	8-hydroxy-2-deoxyguanosine 
	8-OHdG
	Oxidized base reflecting DNA damage resulting from oxidative stress
	Associated with higher rates of complications post-TAVR

	Matrix metalloproteinases
	MMPs
	Enzymes involved in the metabolism of extra cellular matrix
	Associated with complications post-TAVR and worse outcomes

	Tissue inhibitors of matrix metalloproteinases
	TIMP
	Inhibitors of MMPs
	Associated with complications post-TAVR and worse outcomes

	ST2
	—
	Member of the interleukin (IL)-1 receptor family, originating in cardiac fibroblasts
	Correlate with diastolic function
Predict symptom onset in asymptomatic severe AS
Predictor of outcome after valve replacement

	Galectin 3 
	Gal-3
	Member of the ß-galactoside binding protein family, found in inflammatory cells and fibroblasts and takes part in cardiac fibrosis.
	May be associated with outcomes. 

	Lipoprotein-associated phospholipase A2 
	Lp-PLA2
	Enzyme producing free fatty acids form LDL-C, serves as pro-calcifying factor 
	Correlates with accelerated stenosis progression in mild AS patients

	Lipoprotein a
	Lp(a)
	plasma carrier of oxidized phospholipids
	Related to disease progression in mild-moderate AS patients. 
Associated with worse prognosis.

	Glucose transporter type 4 and Fatty acid translocase
	GLUT4 to FAT/CD36 ratio
	GLUT4 is a major glucose transporter while FAT/CD36 is a membrane protein in charge of fatty acid transportation. The ratio between these two serves to assess the cellular metabolism and main substrate of energy
	Decrease in GLUT4:FAT/CD36 ratio is associated with LV hypertrophy in AS patients

	Micro RNAs
	miR-133a
miR-21
miR-210
	A group of small RNAs that regulate gene expression
	Associated with LV remodeling and predict outcomes and reverse remodeling following valve replacement


	von Willebrand factor
	vWF
	Plasma Glycoprotein which has key role in secondary hemostasis. 
	Plasma levels correlate inversely with AS severity.
Reduced levels are associated with Para-valvular leak following AVR


AS = aortic stenosis; AVR = aortic valve replacement; LV = left ventricle; TAVR = transcatheter aortic valve replacement.
