Table S2. Cosine Wave Analysis of circadian gene expression in the liver clock  
	Genes
	Acrophase time
	F/F0.05
	R2
	Phase shift (h) 

	
	Control
	LD
	SD
	Control
	LD
	SD
	Control
	LD
	SD
	LD
	SD

	Bmal1
	ZT0
	ZT4
	ZT20
	138.65/6.61*
	42.02/6.61*
	41.89/6.61*
	0.965
	0.894
	0.893
	4
	4

	Clock
	ZT8 
	ns 
	ns
	8.63/6.61*
	4.54/6.61
	4.54/6.609
	0.633
	0.476
	0.161
	ns
	ns

	Dec1
	ZT16
	ns 
	ns
	11.10/6.61*
	1.32/6.61
	0.76/6.61
	0.689
	0.209
	0.132
	ns
	ns

	Per1
	ZT12
	ZT20
	ZT12
	7.46/6.61*
	10.84/6.61*
	9.33/6.61*
	0.6
	0.684
	0.651
	8
	0

	Per2
	ZT20
	ns
	ZT16
	131.75/6.61*
	1.36/6.61
	13.13/6.61*
	0.963
	0.214
	0.724
	ns
	4

	Per3
	ZT12
	ZT16
	ZT12
	23.41/6.61*
	30.49/6.61*
	10.18/6.61*
	0.824
	0.859
	0.671
	4
	0

	Cry1
	ZT20
	ZT16
	ZT20-ZT24
	10.04/6.61*
	46.29/6.61*
	14.92/6.61*
	0.668
	0.903
	0.749
	4
	0-4

	Rev-erba
	ZT8
	ZT0-ZT4
	ZT8
	18.03/6.61*
	24.08/6.61*
	58.47/6.61*
	0.783
	0.828
	0.921
	4-8
	0


Statistical significance of the cosine fit was considered when F was more than F0.05 (F > F0.05). Acrophase time was considered when the mRNA level at a given time-point was within 95 % confidence bounds of the acrophase. The value R2 quantified significance of the fit.Phase shift was the time lag between the acrophase time in the control condition and that in resetting days; ns, no significant 24-h rhythm.


