[bookmark: _GoBack]0 h vs 6 hpi (CG1)
	Pathway
	Pathway ID
	P-value
	FDR

	Notch signaling pathway
	ko04330
	7.24E-11
	1.85E-08

	Focal adhesion
	ko04510
	2.83E-09
	3.60E-07

	Dorso-ventral axis formation
	ko04320
	1.71E-08
	1.45E-06

	Dilated cardiomyopathy
	ko05414
	2.74E-08
	1.75E-06

	Hypertrophic cardiomyopathy (HCM)
	ko05410
	7.07E-08
	3.60E-06

	Protein digestion and absorption
	ko04974
	1.80E-07
	7.67E-06

	ECM-receptor interaction
	ko04512
	3.24E-07
	1.18E-05

	NOD-like receptor signaling pathway
	ko04621
	1.65E-06
	5.26E-05

	Viral myocarditis
	ko05416
	2.44E-06
	6.92E-05

	NF-kappa B signaling pathway
	ko04064
	3.08E-06
	7.84E-05

	Arrhythmogenic right ventricular cardiomyopathy (ARVC)
	ko05412
	4.13E-06
	9.58E-05

	Cytokine-cytokine receptor interaction
	ko04060
	6.24E-06
	1.33E-04

	Galactose metabolism
	ko00052
	8.41E-06
	1.65E-04

	Autoimmune thyroid disease
	ko05320
	2.45E-05
	4.46E-04

	TGF-beta signaling pathway
	ko04350
	3.42E-05
	5.81E-04

	Malaria
	ko05144
	3.88E-05
	6.19E-04

	Prion diseases
	ko05020
	5.06E-05
	7.59E-04

	RIG-I-like receptor signaling pathway
	ko04622
	7.42E-05
	1.05E-03

	Hematopoietic cell lineage
	ko04640
	0.000162523
	2.18E-03

	Salmonella infection
	ko05132
	0.00031644
	4.01E-03

	p53 signaling pathway
	ko04115
	0.000330386
	4.01E-03

	Pancreatic secretion
	ko04972
	0.000481022
	5.58E-03

	Tyrosine metabolism
	ko00350
	0.00059029
	6.54E-03

	Melanoma
	ko05218
	0.000954948
	1.01E-02

	Pathways in cancer
	ko05200
	0.00113178
	1.15E-02

	Starch and sucrose metabolism
	ko00500
	0.001582582
	1.55E-02

	Pertussis
	ko05133
	0.002065735
	1.95E-02

	Cardiac muscle contraction
	ko04260
	0.002196897
	1.97E-02

	Regulation of actin cytoskeleton
	ko04810
	0.00224532
	1.97E-02

	Drug metabolism - cytochrome P450
	ko00982
	0.003098302
	2.63E-02

	Bacterial invasion of epithelial cells
	ko05100
	0.003296067
	2.71E-02

	Phototransduction - fly
	ko04745
	0.003681224
	2.93E-02

	Bladder cancer
	ko05219
	0.004203154
	3.25E-02

	Pathogenic Escherichia coli infection
	ko05130
	0.004678234
	3.51E-02

	Toxoplasmosis
	ko05145
	0.005294099
	3.86E-02

	Complement and coagulation cascades
	ko04610
	0.005748348
	4.07E-02

	Carbohydrate digestion and absorption
	ko04973
	0.005902716
	4.07E-02


 


0 h vs 12 hpi (CG2)
	Pathway
	Pathway ID
	P-value
	FDR

	Notch signaling pathway
	ko04330
	3.53E-07
	7.15E-05

	NOD-like receptor signaling pathway
	ko04621
	5.61E-07
	7.15E-05

	Cytokine-cytokine receptor interaction
	ko04060
	6.56E-06
	5.58E-04

	Galactose metabolism
	ko00052
	1.74E-05
	1.11E-03

	Apoptosis
	ko04210
	3.16E-05
	1.61E-03

	Pathways in cancer
	ko05200
	7.61E-05
	3.23E-03

	Dorso-ventral axis formation
	ko04320
	0.000258857
	9.43E-03

	Natural killer cell mediated cytotoxicity
	ko04650
	0.000317588
	1.01E-02

	Endocytosis
	ko04144
	0.000413935
	1.17E-02

	Antigen processing and presentation
	ko04612
	0.000575655
	1.47E-02

	PPAR signaling pathway
	ko03320
	0.000865404
	2.01E-02

	Protein digestion and absorption
	ko04974
	0.001601462
	3.17E-02

	Starch and sucrose metabolism
	ko00500
	0.001615666
	3.17E-02

	Thyroid cancer
	ko05216
	0.001878328
	3.42E-02

	Colorectal cancer
	ko05210
	0.0024244
	4.12E-02


 

0 h vs 24 hpi (CG3)
	Pathway
	Pathway ID
	P-value
	FDR

	DNA replication
	ko03030
	4.88E-11
	1.25E-08

	Cell cycle
	ko04110
	1.68E-10
	2.16E-08

	NOD-like receptor signaling pathway
	ko04621
	1.49E-05
	1.27E-03

	Nucleotide excision repair
	ko03420
	0.000237
	1.30E-02

	Metabolic pathways
	ko01100
	0.000254
	1.30E-02

	Progesterone-mediated oocyte maturation
	ko04914
	0.000816
	2.98E-02

	Glycosylphosphatidylinositol(GPI)-anchor biosynthesis
	ko00563
	0.000886
	2.98E-02

	Proteasome
	ko03050
	0.000928
	2.98E-02

	Hypertrophic cardiomyopathy (HCM)
	ko05410
	0.001189
	3.40E-02

	Mismatch repair
	ko03430
	0.001417
	3.64E-02

	Non-small cell lung cancer
	ko05223
	0.001788
	4.18E-02


 

0 h vs 48 hpi (CG4)
	Pathway
	Pathway ID
	P-value
	FDR

	NOD-like receptor signaling pathway
	ko04621
	8.02E-07
	2.04E-04

	Notch signaling pathway
	ko04330
	3.45E-06
	4.38E-04

	Malaria
	ko05144
	1.56E-05
	1.32E-03

	Dorso-ventral axis formation
	ko04320
	4.80E-05
	2.53E-03

	Pathways in cancer
	ko05200
	4.97E-05
	2.53E-03

	Pertussis
	ko05133
	7.14E-05
	3.02E-03

	TGF-beta signaling pathway
	ko04350
	0.000216
	7.85E-03

	NF-kappa B signaling pathway
	ko04064
	0.000286
	9.09E-03

	Protein digestion and absorption
	ko04974
	0.001047
	2.86E-02

	Fat digestion and absorption
	ko04975
	0.001126
	2.86E-02

	Biosynthesis of unsaturated fatty acids
	ko01040
	0.001366
	3.15E-02

	Hypertrophic cardiomyopathy (HCM)
	ko05410
	0.001579
	3.34E-02

	Cytokine-cytokine receptor interaction
	ko04060
	0.001947
	3.80E-02

	Viral myocarditis
	ko05416
	0.002549
	4.33E-02

	PPAR signaling pathway
	ko03320
	0.002558
	4.33E-02


 


6 h vs 48 hpi (CG5)
	Pathway
	Pathway ID
	P-value
	FDR

	Notch signaling pathway
	ko04330
	5.12E-12
	1.58E-09

	Thyroid hormone signaling pathway
	ko04919
	9.23E-11
	9.48E-09

	NF-kappa B signaling pathway
	ko04064
	3.65E-08
	2.81E-06

	Apoptosis
	ko04210
	6.68E-07
	2.94E-05

	Pertussis
	ko05133
	9.77E-07
	3.76E-05

	Arrhythmogenic right ventricular cardiomyopathy (ARVC)
	ko05412
	3.36E-06
	1.15E-04

	Hypertrophic cardiomyopathy (HCM)
	ko05410
	5.85E-06
	1.80E-04

	NOD-like receptor signaling pathway
	ko04621
	2.42E-05
	5.73E-04

	Focal adhesion
	ko04510
	3.14E-05
	6.56E-04

	Platelet activation
	ko04611
	3.19E-05
	6.56E-04

	Complement and coagulation cascades
	ko04610
	0.000127
	2.07E-03

	Lysosome
	ko04142
	0.000164
	2.53E-03

	MicroRNAs in cancer
	ko05206
	0.000336
	4.93E-03

	Fat digestion and absorption
	ko04975
	0.000458
	6.41E-03

	Proteoglycans in cancer
	ko05205
	0.000837
	9.51E-03

	Systemic lupus erythematosus
	ko05322
	0.004297
	3.39E-02

	Rap1 signaling pathway
	ko04015
	0.005225
	4.02E-02

	Cytokine-cytokine receptor interaction
	ko04060
	0.006169
	4.42E-02

	p53 signaling pathway
	ko04115
	0.00654
	4.53E-02

	TNF signaling pathway
	ko04668
	0.006611
	4.53E-02


 


24 h vs 48 hpi (CG6)
	Pathway
	Pathway ID
	P-value
	FDR

	Complement and coagulation cascades
	ko04610
	1.10E-06
	8.19E-05

	Apoptosis
	ko04210
	9.61E-06
	4.92E-04

	NOD-like receptor signaling pathway
	ko04621
	1.39E-05
	5.95E-04

	Tyrosine metabolism
	ko00350
	1.55E-05
	5.95E-04

	Arachidonic acid metabolism
	ko00590
	2.42E-05
	8.24E-04

	Protein digestion and absorption
	ko04974
	8.57E-05
	2.63E-03

	TNF signaling pathway
	ko04668
	0.000117516
	3.24E-03

	Metabolic pathways
	ko01100
	0.000126719
	3.24E-03

	NF-kappa B signaling pathway
	ko04064
	0.000431848
	7.80E-03

	HIF-1 signaling pathway
	ko04066
	0.001331596
	1.70E-02

	PPAR signaling pathway
	ko03320
	0.001405037
	1.73E-02

	Notch signaling pathway
	ko04330
	0.001754365
	2.07E-02

	Cell cycle
	ko04110
	0.002188509
	2.49E-02

	Malaria
	ko05144
	0.002454367
	2.69E-02

	Cytokine-cytokine receptor interaction
	ko04060
	0.002903745
	3.07E-02

	Steroid hormone biosynthesis
	ko00140
	0.004473892
	4.16E-02

	Starch and sucrose metabolism
	ko00500
	0.005201049
	4.61E-02


 
