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	Pathway ID
	P-value
	FDR
	Time-specific pathways

	Pathways enriched by time-specific genes at 0 h
	

	Vasopressin-regulated water reabsorption
	ko04962
	8.02E-12
	1.08E-09
	Yes

	Progesterone-mediated oocyte maturation
	ko04914
	3.66E-05
	1.96E-03
	Yes

	Phospholipase D signaling pathway
	ko04072
	6.55E-05
	2.93E-03
	Yes

	Pathways enriched by time-specific genes at 6 hpi
	

	Prion diseases
	ko05020
	6.65475E-13
	1.57052E-10
	Yes

	MicroRNAs in cancer
	ko05206
	9.69047E-09
	1.14348E-06
	

	Dorso-ventral axis formation
	ko04320
	1.49223E-08
	1.17388E-06
	Yes

	Notch signaling pathway
	ko04330
	2.14558E-08
	1.26589E-06
	Yes

	Cell adhesion molecules (CAMs)
	ko04514
	4.60864E-08
	2.17528E-06
	

	Thyroid hormone signaling pathway
	ko04919
	9.45388E-07
	3.71853E-05
	Yes

	Primary immunodeficiency
	ko05340
	2.07063E-05
	0.000698099
	

	T cell receptor signaling pathway
	ko04660
	2.49789E-05
	0.000736877
	Yes

	Fanconi anemia pathway
	ko03460
	5.34922E-05
	0.001402683
	

	Fc gamma R-mediated phagocytosis
	ko04666
	0.000255729
	0.006035197
	Yes

	ABC transporters
	ko02010
	0.001003291
	0.02152515
	

	Neuroactive ligand-receptor interaction
	ko04080
	0.001988025
	0.03909783
	

	ECM-receptor interaction
	ko04512
	0.002558758
	0.0464513
	Yes

	Pathways enriched by time-specific genes at 12 hpi
	

	ABC transporters
	ko02010
	2.56032E-06
	0.000599115
	

	MicroRNAs in cancer
	ko05206
	8.39815E-06
	0.000982583
	

	Complement and coagulation cascades
	ko04610
	0.000326495
	1.25E-02
	Yes

	Cell adhesion molecules (CAMs)
	ko04514
	0.000388007
	0.030264577
	

	Neuroactive ligand-receptor interaction
	ko04080
	0.000432543
	0.031511285
	

	Pathways enriched by time-specific genes at 24 hpi
	

	DNA replication
	ko03030
	7.76795E-18
	2.10511E-15
	Yes

	Cell cycle
	ko04110
	4.21562E-10
	5.71217E-08
	Yes

	Mismatch repair
	ko03430
	5.21338E-06
	0.000470942
	Yes

	Fanconi anemia pathway
	ko03460
	1.12627E-05
	0.000763049
	

	Pyrimidine metabolism
	ko00240
	2.20747E-05
	0.001196447
	Yes

	Neuroactive ligand-receptor interaction
	ko04080
	3.36607E-05
	0.001520343
	

	Homologous recombination
	ko03440
	8.28338E-05
	0.00320685
	Yes

	Oocyte meiosis
	ko04114
	0.000170809
	0.005786162
	Yes

	Nucleotide excision repair
	ko03420
	0.00037961
	0.01143046
	Yes

	Systemic lupus erythematosus
	ko05322
	0.001995182
	0.04915403
	Yes

	Pathways enriched by time-specific genes at 48 hpi
	
	
	
	

	Phagosome
	ko04145
	1.21842E-13
	3.11915E-11
	

	Tuberculosis
	ko05152
	1.84841E-11
	2.36596E-09
	

	Neuroactive ligand-receptor interaction
	ko04080
	1.31555E-10
	1.1226E-08
	

	MicroRNAs in cancer
	ko05206
	1.07791E-07
	6.8986E-06
	

	Olfactory transduction
	ko04740
	7.2308E-05
	0.003702171
	Yes

	Glycosaminoglycan degradation
	ko00531
	9.50147E-05
	0.004053959
	Yes

	Thyroid hormone synthesis
	ko04918
	0.000317931
	0.0116272
	Yes

	Cell adhesion molecules (CAMs)
	ko04514
	0.000772113
	0.02196233
	

	Primary immunodeficiency
	ko05340
	0.001887574
	0.04832189
	



