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Supplementary Figure S1: (a) Maximum likelihood tree based on 771 bp of cytb sequence to resolve
position of Nubian Nightjar (‘CNTO01’) relative to Golden Nightjar (‘CEx01’). Alignments and
phylogenetic reconstructions were performed with CLC Sequence Viewer
(http://www.clcbio.com/products/clc-sequence-viewer/), PhyML (Dereeper et al., 2008) and
TreeDyn (Chevenet et al., 2006) online using the South of France Bioinfomatics Platform
(http://www.atgc-montpellier.fr/index.php?type=pg). (b) Bayesian Inference tree using the same
dataset with Golden, Egyptian and Nubian Nightjar C. n. tamaricis highlighted in red. See main text
for details.
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GUS586653_ridgwayi_Caprimulgus_ridgwayi_voucher CONACYT_852_cytoc
HQ696494_vociferus_Caprimulgus_vociferus_voucher MSB_Bird_29872
GUS586657_saturatus_Caprimulgus_saturatus_voucher_LSUMZ_B28251_cy
GUS586656_salvini_Caprimulgus_salvini_voucher CONACYT_328_cytochr
GUS586655_rufus_Caprimulgus_rufus_voucher KUNHM_4420_cytochrome_b
FI588442_carolinensis_Caprimulgus_carolinensis_cytochrome_b_gene
CNTO01_1.14993 Nubian Nightjar
GUS586631_acgyptius
CEx01 Golden Nightjar
GUS586632_affinis_Caprimulgus_affinis_voucher FMNH_358300_cytochr
GU586647_nigriscapularis_Caprimulgus_nigriscapularis_voucher_FMN
GU586651_poliocephalus_Caprimulgus_policcephalus_voucher MBM_112
GUS586650_pectoralis_Caprimulgus_pectoralis_voucher UWBM_71315_cy
KJ456210_macrurus_Caprimulgus_macrurus_voucher UWBM_83611_cytoch
GUS586654_rufigena_Caprimulgus_rufigena_voucher MBM_7950_cytochro
GUS586638_europaeus_Caprimulgus_europaeus_voucher LSUMZ_B23375_cy
GU586687_climacurus_Caprimulgus_climacurus_voucher FMNH_396431_c
GUS586639_fossii_Caprimulgus_fossii_voucher_ ZMUC_115493_cytochrom
GU586636_batesi_Caprimulgus_batesi_voucher_USNM_B9899_cytochrome
GU586642_manillensis_Caprimulgus_manillensis_voucher USNM_B3673
GUS586646_madagascariensis_Caprimulgus_madagascariensis_voucher_F
GUS586640_indicus_Caprimulgus_indicus_voucher_UWBM_47117_cytochro
GU586660_whitelyi_Caprimulgus_whitelyi_voucher USNM_B19106_cytoc
GU586648_parvulus_Caprimulgus_parvulus_voucher_ KUNHM_106_cytochr
FJ588444_cayennensis_Caprimulgus_cayennensis_cytochrome_b_gene_c
GU586645_maculicaudus_Caprimulgus_maculicaudus_voucher KUNHM_584
JQ988765_longirostris_Caprimulgus_longirostris_voucher_MSB_Bird
JQ988761_longirostris_decussatus_Caprimulgus_longirostris_decuss
F1588446_nigrescens_Caprimulgus_nigrescens_cytochrome_b_gene_com
GUS586633_anthonyi_Caprimulgus_anthonyi_voucher_ ANSP_4580_cytochr
GUS586637_enarratus_Caprimulgus_enarratus_voucher_ FMNH_431158_cyt
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Supplementary Figure S2: Bayesian inference tree based on 1703 bp concatemer of cytb and COI for
all relevant species for which both sequences were available. See main text for methodology.
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Partial cytb sequence will be completed and uploaded to GenBank as part of a future study of the
systematics of this species.

TCTAGATCTGCCTAGCAACACAAATCCTAACCGGACTACTACTAGCTACACATTACACCGCAGACACAACCCTG
GCCTTCTCATCTGTTGCCCACACTTGCCGAAACGTACAATACGGCTGACTAATCCGTAATCTGCACGCAAATGG
AGCCTCACTCTTCTTCATTTGCATTTACCTCCACATTGGACGAGGCCTATACTACGGATCCTACCTCTACAAAGA
AACCTGAAACACAGGAGTAATCCTCTTACTCACCTTAATAGCAACAGCCTTCGTAGGCTACGTCCTACCATGAG
GACAAATATCATTCTGAGGGGCTACAGTCATCACCAACCTATTCTCAGCTATCCCATATATTGGCCAAACCCTT

GTAGAATGAGCATGAGGTGGATTTTCCGTAGACAACCCCACACTAACCCGATTTTTTGCCCTACACTTCCTCCT

TCCCTTTATAATTGCCGGCCTCACCCTAATCCACCTAACATTCCTCCATGAATCTGGCTCAAACAACCCCCTCGG

AATTGTATCAAACTGCGACAAAATTCCATTCCACCCCTATTTTTCCCTAAAAGACATCCTAGGCTTCGCACTAAT
ACTCACCCCATTAATAACACTCGCCATATTCGCCCCAAACCTGCTAGGGGACCCAGAAAACTTTACCCCAGCAA
ATCCCCTAGTCACACCCCCACATATCAAACCCGAGTGATACTTCCTATTTGCATACGCCATCTTACGCTCAATCC
CGAACAAACTAGGAGGTGTCCTAGCCC

References

Chevenet F, Brun C, Banuls AL, Jacq B, Chisten R. 2006. TreeDyn: towards dynamic graphics and
annotations for analyses of trees. BMC Bioinformatics 7: 439.

Dereeper A, Guignon V, Blanc G, Audic S, Buffet S, Chevenet F, Dufayard JF, Guindon S, Lefort V,
Lescot M, Claverie JM, Gascuel O. 2008. Phylogeny.fr: robust phylogenetic analysis for the non-
specialist. Nucleic Acids Research 36(Suppl. 2): W465-W469.



