

Table S3. Percent nucleotide (below diagonal) and amino acid (above diagonal) sequence identities of partial CP gene of ASGV isolates infecting kiwifruit plants grown in China.

	　
	JS17
	JS23 
	JS34 
	JS35
	JS37
	JS38
	JS40
	JS41
	Ac
	NZ
	Ki-1
	Ki-2
	Ki-3

	JS17
	
	95.3
	100
	98.6
	100
	94.6
	100
	94.6
	94.6
	93.2
	95.3
	95.3
	95.9

	JS23 
	90.8
	
	95.3
	95.3
	95.3
	99.3
	95.3
	91.9
	96.6
	95.3
	96.6
	94.6
	95.3

	JS34 
	99.6
	90.8
	
	98.6
	100
	94.6
	100
	94.6
	94.6
	93.2
	95.3
	95.3
	95.9

	JS35
	99.2
	90.8
	98.8
	
	98.6
	94.6
	98.6
	93.2
	94.6
	93.2
	95.3
	93.9
	94.6

	JS37
	99.4
	90.6
	99.0
	99.0
	
	94.6
	100
	94.6
	94.6
	93.2
	95.3
	95.3
	95.9

	JS38
	91.8
	94.8
	91.4
	92.2
	91.6
	
	94.6
	91.2
	95.9
	94.6
	95.9
	93.9
	94.6

	JS40
	99.8
	91.0
	99.4
	99.4
	99.6
	92.0
	
	94.6
	94.6
	93.2
	95.3
	95.3
	95.9

	JS41
	99.2
	90.4
	98.8
	98.4
	98.6
	91.4
	99.0
	
	91.2
	89.9
	91.2
	91.2
	91.9

	Ac
	90.0
	90.4
	89.6
	90.4
	90.2
	91.2
	90.2
	89.6
	
	98.0
	95.3
	93.9
	94.6

	NZ
	90.6
	90.0
	90.2
	91.0
	90.8
	90.0
	90.8
	89.8
	96.8
	
	93.9
	92.6
	93.2

	Ki-1
	90.4
	87.8
	90.0
	90.4
	90.6
	89.0
	90.6
	90.4
	88.8
	87.8
	
	94.6
	95.3

	Ki-2
	90.4
	88.8
	90.4
	90.4
	90.6
	87.8
	90.6
	90.4
	89.6
	89.0
	89.0
	
	99.3

	Ki-3
	90.6
	89.0
	90.6
	90.6
	90.8
	88.0
	90.8
	90.6
	89.8
	89.2
	89.2
	99.8
	　




a The corresponding sequence of the isolate ASGV-NZ from kiwifruit reported Clover et al. (2003) was included in the analysis. 
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