

Table S1. The geographic origins, hosts and GenBank accession numbers of Apple stem grooving virus isolates used for phylogenetic analysis of genome and CP sequences.
	
	Host
	Isolate
	Origin a
	Accession no.

	Genome
	
	
	
	

	
	Lily (Lilium spp.) 
	CTLV-L
	Japan 
	D16681

	
	
	CTLV-Li-23
	Japan 
	AB004063

	
	Citrus (Citrus spp.)
	CTLV-K
	Taiwan 
	AY646511

	
	
	CTLV-LCd-NA-1 
	Taiwan 
	FJ355920

	
	
	CTLV-ML 
	USA
	EU553489

	
	
	CTLV-ST
	China 
	JQ765412

	
	
	CTLV-Pk
	Taiwan 
	JX416228

	
	
	CTLV-XHC
	China 
	KC588947

	
	
	[bookmark: RANGE!E16]CTLV-MTH
	China
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	CTLV-Matsuco
	Japan
	LC084659

	
	
	CTLV-FKSS2
	Japan
	LC143387

	
	Apple (Mulus spp.)
	ASGV-AC
	Germany
	JX080201

	
	
	ASGV-p12
	India 
	HE978837

	
	
	ASGV-T47
	China
	KF434636

	
	
	ASGV-M219-3
	Brazil
	KX668488

	
	
	ASGV-M220
	Brazil
	KX686111

	
	
	ASGV-CHN
	China 
	JQ308181

	
	
	ASGV-YTG
	China
	KJ579253

	
	
	ASGV-P-209
	Japan 
	D14995

	
	
	ASGV-HPKu-2
	India
	LT160740

	
	Pear (Pyrus spp.)
	ASGV-HB
	China
	KU605672

	
	
	ASGV-SK
	South Korea 
	AY596172

	
	
	ASGV-Js2
	China
	KU198289

	
	
	ASGV-HH
	China
	JN701424

	
	Kiwifruit (Actinidia spp.)
	ASGV-Ac
	China
	KX988001

	CP
	
	
	
	

	
	Kiwifruit (Actinidia spp.)
	ASGV-Ki-1 
	India
	HG796196

	
	
	ASGV-Ki-2
	India
	HG796197

	
	
	ASGV-Ki-3
	India
	HG796198

	
	
	ASGV-NZ
	New Zealand
	AF522459


a Origin represents the original country reporting the data.
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