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Image Sl-image map00460. Enzyme codes (EC) in Supplemental Table S4 are highlighted with different colors (one color for each EC) in the KEGG (Kanehisa et al.,

Blast2GO online service (https://www.blast2go.com).

2016) map using the

Kanehisa M, Sato Y, Kawashima M, Furumichi M, Tanabe M 2016: KEGG as a reference resource for gene and protein annotation. Nucleic. Acids Res., 44, D457-462. doi:10.1093/nar/gkv1070
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the KEGG (Kanehisa et al., 2016) map using the Blast2GO online service (https://www.blast2go.com).
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Image Sl-image map00627. Enzyme codes (EC) in Supplemental Table S4 are highlighted with different colors (one color for each EC) in
the KEGG (Kanehisa et al., 2016) map using the Blast2GO online service (https://www.blast2go.com).
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Image Sl-image map00944. Enzyme codes (EC) in Supplemental Table S4 are highlighted with different colors (one color for each EC) in the KEGG
2016) map using the Blast2GO online service (https://www.blast2go.com).

(Kanehisa et al.,
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Image S1-image map00943. Enzyme codes (EC) in Supplemental Table S4 are highlighted with different colors (one color for each EC) in the KEGG
2016) map using the Blast2GO online service (https://www.blast2go.com).

(Kanehisa et al.,
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Image S1-image map00941. Enzyme codes (EC) in Supplemental Table S4 are highlighted with different colors (one color for each EC) in the KEGG

(Kanehisa et al., 2016) map using the Blast2GO online service (https://www.blast2go.com).
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Image S1-image map00940. Enzyme codes (EC) in Supplemental Table S4 are highlighted with different colors (one color for each EC) in the KEGG
(Kanehisa et al., 2016) map using the Blast2GO online service (https://www.blast2go.com).
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Image Sl-image map00970. Enzyme codes (EC) in Supplemental Table S4 are highlighted with different colors (one color for each EC)
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Image S1l-image map00010. Enzyme codes (EC) in Supplemental Table S4 are highlighted with different colors (one color for each EC) in
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Image S1l-image map00040. Enzyme codes (EC) in Supplemental Table S4 are highlighted with different colors (one color for each EC) in the KEGG
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Image S1l-image map00072. Enzyme codes (EC) in Supplemental Table S4 are highlighted with different colors (one color for each EC) in the KEGG
(Kanehisa et al., 2016) map using the Blast2GO online service (https://www.blast2go.com).



https://www.blast2go.com/
https://www.blast2go.com/
https://www.blast2go.com/
https://www.blast2go.com/
https://www.blast2go.com/
https://www.blast2go.com/
https://www.blast2go.com/
https://www.blast2go.com/
https://www.blast2go.com/

Ima. S1l-image map00680

I METHANE METABOLIZM

Iethane

O ColL-5-5-CoB Formaldehyd Fibulose-F pathway
O D- Arahino-
2841 | [Laoal D-2stulose-5F e aE
1141 < ELR /—g D-Ribulose-SP - =
|
—O Coenzyme B
| Pento te
Lled, Miah PO 21136 o [2203] '~ pely P g Yot
bR | Wl t lethyl-Cobd Coerzyerne W fl\
Zylulose-P pathwrasy
D-Glyrer-
! 5
[1127 [1ios | . alidehirle-3P
WERE] RNET] R i | 3 T .0 Y
oo i) CHlserone Glyerone-P * D-Fruetose-1,6-F2
Ca—J1141518 1582 — 1.53.1 -0 Tyl thyd | o Clyeine, serine and |
L Th p TP- - v threonime metsholism |
1660 Falat
41273 b 3153 Fo#—26.1.52—O%—[11.195 |—§J> Gilyrerate-3F
15595 - 21121 L 3 Phosphoserive 3-Phasphono-
"[ H-Wethil Lghitarate 14911 o onpmmak
| Tetrahydlrofolate 1
f ] i
{ THMPT 310 Mstlyters.
131 2121 tetrabiyrlrofolate
Fones T -
T Fomuy? MPT_y: 112082 '(mMPT T
o 231101 }—ibo 35427 15981 ! 15982 -~ pymrvat D-Glyrerate
5. 10-Methenyl 5-Meth¥i- Glyozylate o—ri1m—» yc-2.?.1 165 Clgrerate- 2P
[fzo0a] [Li1zsd Methanofuran THMET THME !
[tz126 (MFE) 112821 |- 112621 -0 ~ — ————i»| Oyl and divatboxylate
p—
5 Fomgt. X Coerayre F420H2 F420 F420Hz F420 [
glutathicdne
5210 O 11137}—0 41131
Acety-Cob pathway Walsd-Cok L Malats Oxaloacetats
12.74 co y
- oo el - 17711 - errEn - Phosphoenal-
ACDS 1271 2792 O
J’co; 12992 Lot ] I heeth Cof, o] Pyruvals (AR pimrats
Bucetate Acetylphosphate B
% 2721 o b 4= Sl and dicarborylate
6211
Phosphoenol- _Coe s W biosyrhesis o 72 Didemethyi- Coenzyrme F420 binsymthesis
pmrate (2F)-3-5ulfolactats Sulfbacetaldehyrle f-rbitylarninoracil  8-hydvoxy-5-deazartboflavin Coenzyme F420
c—J44119 o—{a13n o—{ 11 o—a11m O———»0 251 77} 27828 wO0— 63251 —wO0—63234
(2R)-Phosphosuliolactate 3-Sulfapymrvate Coenzytne M Coenzyee FA20-0 Coereyrn: FA201 63172
[27 768] 25)-Lastyl-2-diphospho-
(25)-2-Fho phulﬁl: e e °
Coenzyree B bingymthesis &t Crenzyme F4I0-3
(R)-(Homojsitrate {-}-threo-Tsothoma)acitrate (F)-Homn)3 citeate {-)-thren-Tsof horan)s citrate 7.Onoheptanoate %ﬂ@hmﬁ-
—D-o—| 233 0o 4211140 211140 111 o 233 Po—{4a2 140 42inamo—{ 111 =0 - - » 0
2-Orxoadipate cis-{Homopaconitate 2-Oropimelate cis-{Homols acondtate 2-Ozosuberate T-Mercaptoheptanoate Coenzyrne B
00620 5/19/14
(o) Kanehisa Laboratories

Image S1l-image map00680. Enzyme codes (EC) in Supplemental Table S4 are highlighted with different colors (one color for each EC) in the KEGG
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Image S1-image map00360. Enzyme codes (EC) in Supplemental Table S4 are highlighted with different colors (one color for each EC) in the KEGG
(Kanehisa et al., 2016) map using the Blast2GO online service (https://www.blast2go.com).
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Image S1l-image map00071. Enzyme codes (EC) in Supplemental Table S4 are highlighted with different colors (one color for each EC) in
the KEGG (Kanehisa et al., 2016) map using the Blast2GO online service (https://www.blast2go.com).
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Image Sl-image map00521. Enzyme codes (EC) in Supplemental Table S4 are highlighted with different colors (one color for each EC) in
the KEGG (Kanehisa et al., 2016) map using the Blast2GO online service (https://www.blast2go.com).
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Image Sl1l-image map00520. Enzyme codes (EC) in Supplemental Table S4 are highlighted with different colors (one color for each EC) in
the KEGG (Kanehisa et al., 2016) map using the Blast2GO online service (https://www.blast2go.com).



https://www.blast2go.com/
https://www.blast2go.com/
https://www.blast2go.com/
https://www.blast2go.com/
https://www.blast2go.com/
https://www.blast2go.com/
https://www.blast2go.com/
https://www.blast2go.com/
https://www.blast2go.com/

Ima. S1-image map00232

I CAFFEINE WETABOLIEM

S-Lucetylaraino-A-fonrnlarmin-
3-methilaracil S T
- - By e tylarming-6-arino-
PO 3 e tturaci
2315
NP [ cvroes
1.7-Drirethyduric arid O
1.17.32
Zanthosine 7-Ivlethylanthine
o 211158 O 32225 o e
7-Ilethybeanthosine
|
|
I 211159
| 211160 i
|
l - [14B1E L4B1P ¥ 2t ¥ Coffeine
— L4BIR
| 1.1732 i
|
| o]
| T-Wethyiuric acid
| [11312-
[ . o 1,3,7-Trimethyl-
O 3,7-Dirnethoruric acid O e acid
Purine metaholism
Theaphyiline
& M7l
| L4131 oﬂj-il e e 11312
| 3 Mathytranthine 36,8 Trimethyd-
| ? allantnin
| Glyoxylate |
Glyouylate _ N
! ¥ -Wsthylores
| o
i 1-Ilethyixanthine H,N"Dimethylurea
Tamthine OF EPTETE o3 1141315 11312

1-Methyburic acid

o) Elanehiza [aboratories

(00232 10522013

Image Sl-image map00232. Enzyme codes (EC) in Supplemental Table S4 are highlighted with different colors (one color for each EC) in
the KEGG (Kanehisa et al., 2016) map using the Blast2GO online service (https://www.blast2go.com).
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Image Sl-image map00550. Enzyme codes (EC) in Supplemental Table S4 are highlighted with different colors (one color for each EC) in
the KEGG (Kanehisa et al., 2016) map using the Blast2GO online service (https://www.blast2go.com).
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Image Sl-image map00230. Enzyme codes (EC) in Supplemental Table S4 are highlighted with different colors (one color for each EC) in the KEGG

(Kanehisa et al., 2016) map using the Blast2GO online service (https://www.blast2go.com).
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Image Sl-image map00260. Enzyme codes (EC) in Supplemental Table S4 are highlighted with different colors (one color for each EC) in

the KEGG (Kanehisa et al.,

2016) map using the Blast2GO online service (https://www.blast2go.com).



https://www.blast2go.com/
https://www.blast2go.com/
https://www.blast2go.com/
https://www.blast2go.com/
https://www.blast2go.com/
https://www.blast2go.com/
https://www.blast2go.com/
https://www.blast2go.com/
https://www.blast2go.com/

Ima. S1-image map00710

I CARBOM FIXATION IN PHOTOSYMTHETIC ORGAMISME

(Carbon fixation pathwrays in prokersmies )

Phenylalanie, tyrosine. by — — —
and h’yptophan%rllgsynﬂ'nesm ]l{ a1zl
- ]
T e O#{41213 o 2211 D-Fructose 6P
gtk

¢ D-Fructose 1,6F2

31337 Reductive pentose
% a_ksn_n ‘B Cns le ¥
2 ph m—Be yconc 1) Gluconeogenesis

LAY

¥ N O Glyrenldehyrls- 3P
{5311 |-——_ Glyreraldehyrle
Sedoheptilse O#—{27.1.14 Sedsheptulose. 7P CHycerone-P J‘
2211
Ribose-3F 0

Ribulose-5P Ot {5131} O
C4Dicarthoxvlic acid cycle Hao Hylulose-5F
(ah’nospl?e?eg) T Rablose-1,5F2 @ 41139

Fhosphoenol- Cr 41131 O Oxaloacetate
praate A

| ‘

|

\ Glymrylate and dicarhoxylate
\Lq C02 (atgosphere) ttabolistn

f 0z
| (bundle-sheeth cell)
| Phosphnennl-
| - - pymrate
| Glyeolysis [ Gluconeogenesis b — =y
| {elark) (Light
| i)
(219.] | |
| 8
2612 | St Pymavate O
|
L
__________________ _O
I COz
| (bundle-sheeth cell)
Pymrvate Ot I
|
|
I

COz2
(bundle-sheeth cell)

00710 245113 .
() Kanehisa Lahoratories

Image S1-image map00710. Enzyme codes (EC) in Supplemental Table S4 are highlighted with different colors (one color for each EC) in the KEGG
(Kanehisa et al., 2016) map using the Blast2GO online service (https://www.blast2go.com).
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Image S1-image map00740. Enzyme codes (EC) in Supplemental Table S4 are highlighted with different colors (one color for each EC) in the KEGG
(Kanehisa et al., 2016) map using the Blast2GO online service (https://www.blast2go.com).
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Image S1-image map00130. Enzyme codes (EC) in Supplemental Table S4 are highlighted with different colors (one color for each EC) in

the KEGG (Kanehisa et al., 2016) map using the Blast2GO online service (https://www.blast2go.com).
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Image Sl-image map00480. Enzyme codes (EC) in Supplemental Table S4 are highlighted with different colors (one color for each EC) in the KEGG

(Kanehisa et al., 2016) map using the Blast2GO online service (https://www.blast2go.com).
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Image Sl-image map00190. Enzyme codes (EC) in Supplemental Table S4 are highlighted with different colors (one color for each EC) in
the KEGG (Kanehisa et al., 2016) map using the Blast2GO online service (https://www.blast2go.com).
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Image Sl-image map04660. Enzyme codes (EC) in Supplemental Table S4 are highlighted with different colors (one color for each EC) in

the KEGG (Kanehisa et al., 2016) map using the Blast2GO online service (https://www.blast2go.com).
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Image Sl-image map00640. Enzyme codes (EC) in Supplemental Table S4 are highlighted with different colors (one color for each EC) in the KEGG
(Kanehisa et al., 2016) map using the Blast2GO online service (https://www.blast2go.com).
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Image S1-image map00030. Enzyme codes (EC) in Supplemental Table S4 are highlighted with different colors (one color for each EC) in the KEGG
(Kanehisa et al., 2016) map using the Blast2GO online service (https://www.blast2go.com).
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Image S1-image map00061. Enzyme codes (EC) in Supplemental Table S4 are highlighted with different colors (one color for each EC) in the KEGG
(Kanehisa et al., 2016) map using the Blast2GO online service (https://www.blast2go.com).
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Image Sl-image map00380. Enzyme codes (EC) in Supplemental Table S4 are highlighted with different colors (one color for each EC) in
2016) map using the Blast2GO online service (https://www.blast2go.com).
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Image Sl-image map00511. Enzyme codes (EC) in Supplemental Table S4 are highlighted with different colors (one color for each EC) in
the KEGG (Kanehisa et al., 2016) map using the Blast2GO online service (https://www.blast2go.com).
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Image Sl-image map00254. Enzyme codes (EC) in Supplemental Table S4 are highlighted with different colors (one color for each EC) in the KEGG
(Kanehisa et al., 2016) map using the Blast2GO online service (https://www.blast2go.com).
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Image Sl-image map00830. Enzyme codes (EC) in Supplemental Table S4 are highlighted with different colors (one color for each EC) in the KEGG
(Kanehisa et al., 2016) map using the Blast2GO online service (https://www.blast2go.com).
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Image Sl-image map00510. Enzyme codes (EC) in Supplemental Table S4 are highlighted with different colors (one color for each EC) in the KEGG
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Image Sl-image map00253. Enzyme codes (EC) in Supplemental Table S4 are highlighted with different colors (one color for each EC) in the KEGG
(Kanehisa et al., 2016) map using the Blast2GO online service (https://www.blast2go.com).
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Image Sl-image map00860. Enzyme codes (EC) in Supplemental Table S4 are highlighted with different colors (one color for each EC) in the KEGG
(Kanehisa et al., 2016) map using the Blast2GO online service (https://www.blast2go.com).
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(Kanehisa et al., 2016) map using the Blast2GO online service (https://www.blast2go.com).



https://www.blast2go.com/
https://www.blast2go.com/
https://www.blast2go.com/
https://www.blast2go.com/
https://www.blast2go.com/
https://www.blast2go.com/
https://www.blast2go.com/
https://www.blast2go.com/
https://www.blast2go.com/

Ima. S1-image map00281

| cERanIOL DEGRADATION |

Geraninl Citronellnl
-l ———{ Ionoterpenoid binsynthesis jl
111183
Al
¥
G ®-C) Greranial Citronellal
Heral
121.-
AtiG
trams-Creranyl-Col
O
Creranic acid
Isohexenyighntaconyl-Cod Citronellyl-Cod
. 64.15 < o#— anH |—0
FX cis-Creranyl-Co b Citronellate

AtF

41326
3-Hyrdroxy-3-isohexenylz ltaryl-Cod -

O T-Nethyl-3-oxo-f-octenoyl-Col

2E) 3 Meth Ta-
-Cod

0 1.390.- O 5. Methydhex-d-enovl-Cob

3 MIethyl-3-ox0-
¢ 4.h3xen%1y& Cok

3H rv-S-methydhex- O -1.1.1.35
Teogini ot

(? 3-Wethylerotonyl- Col
|

Valine, leucing and
isolencine degradation

DOZE1 1209013 _
(c) Kanehiza Laboratories

Image S1l-image map00281. Enzyme codes (EC) in Supplemental Table S4 are highlighted with different colors (one color for each EC) in the KEGG
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Image Sl-image map00280. Enzyme codes (EC) in Supplemental Table S4 are highlighted with different colors (one color for each EC) in the KEGG
(Kanehisa et al., 2016) map using the Blast2GO online service (https://www.blast2go.com).
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Image S1l-image map00730. Enzyme codes (EC) in Supplemental Table S4 are highlighted with different colors (one color for each EC) in the KEGG
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Image S1-image map00760. Enzyme codes (EC) in Supplemental Table S4 are highlighted with different colors (one color for each EC) in
the KEGG (Kanehisa et al., 2016) map using the Blast2GO online service (https://www.blast2go.com).
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Image S1l-image map00604. Enzyme codes (EC) in Supplemental Table S4 are highlighted with different colors (one color for each EC) in
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Image S1l-image map00920. Enzyme codes (EC) in Supplemental Table S4 are highlighted with different colors (one color for each EC) in
the KEGG (Kanehisa et al., 2016) map using the Blast2GO online service (https://www.blast2go.com).
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Image Sl-image map00600. Enzyme codes (EC) in Supplemental Table S4 are highlighted with different colors (one color for each EC) in
the KEGG (Kanehisa et al., 2016) map using the Blast2GO online service (https://www.blast2go.com).
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Image Sl-image map00630. Enzyme codes (EC) in Supplemental Table S4 are highlighted with
2016) map using the Blast2GO online service (https://www.blast2go.com).
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Image Sl-image map00982. Enzyme codes (EC) in Supplemental Table S4 are highlighted with different colors (one color for each EC) in the KEGG
2016) map using the Blast2GO online service (https://www.blast2go.com).
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Image S1-image map00052. Enzyme codes (EC) in Supplemental Table S4 are highlighted with different colors (one color for each EC) in the KEGG
(Kanehisa et al., 2016) map using the Blast2GO online service (https://www.blast2go.com).
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Image S1-image map00051. Enzyme codes (EC) in Supplemental Table S4 are highlighted with different colors (one color for each EC) in the KEGG
(Kanehisa et al., 2016) map using the Blast2GO online service (https://www.blast2go.com).
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Image Sl-image map00500. Enzyme codes (EC) in Supplemental Table S4 are highlighted with different colors (one color for each EC) in the KEGG
(Kanehisa et al., 2016) map using the Blast2GO online service (https://www.blast2go.com).
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Image Sl-image map00564. Enzyme codes (EC) in Supplemental Table S4 are highlighted with different colors (one color for each EC) in
the KEGG (Kanehisa et al., 2016) map using the Blast2GO online service (https://www.blast2go.com).
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Image S1-image map00531. Enzyme codes (EC) in Supplemental Table S4 are highlighted with different colors (one color for each EC) in the KEGG
(Kanehisa et al., 2016) map using the Blast2GO online service (https://www.blast2go.com).
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Image S1-image map00561. Enzyme codes (EC) in Supplemental Table S4 are highlighted with different colors (one color for each EC) in the KEGG
(Kanehisa et al., 2016) map using the Blast2GO online service (https://www.blast2go.com).
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Image Sl-image map00240. Enzyme codes (EC) in Supplemental Table S4 are highlighted with different colors (one color for each EC) in the KEGG
(Kanehisa et al., 2016) map using the Blast2GO online service (https://www.blast2go.com).
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Image Sl-image map00592. Enzyme codes (EC) in Supplemental Table S4 are highlighted with different colors (one color for each EC) in the KEGG
(Kanehisa et al., 2016) map using the Blast2GO online service (https://www.blast2go.com).
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Image S1-image map00591. Enzyme codes (EC) in Supplemental Table S4 are highlighted with different colors (one color for each EC) in the KEGG
(Kanehisa et al., 2016) map using the Blast2GO online service (https://www.blast2go.com).
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Image S1-image map00270. Enzyme codes (EC) in Supplemental Table S4 are highlighted with different colors (one color for each EC) in the KEGG
(Kanehisa et al., 2016) map using the Blast2GO online service (https://www.blast2go.com).
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Image S1-image map00590. Enzyme codes (EC) in Supplemental Table S4 are highlighted with different colors (one color for each EC) in the KEGG
(Kanehisa et al., 2016) map using the Blast2GO online service (https://www.blast2go.com).

(UEDDU 103114



https://www.blast2go.com/
https://www.blast2go.com/
https://www.blast2go.com/
https://www.blast2go.com/
https://www.blast2go.com/
https://www.blast2go.com/
https://www.blast2go.com/
https://www.blast2go.com/
https://www.blast2go.com/

Ima. S1l-image map00400
IPHENYLALANINE, TYROSINE AND TRYPTOPHAN BIOSYNTHERIS
Pentose phosphate -
pathwaypho pha O Quinate
- | 7P-2-Dehyrdro-
Photosymthesis =~ 3 deory o 2 Areing-3,7-didecxy-
| Di-arahing- 2| D-threo-hept-
o heptonate B-ulnsonie acid
me 25154 m0—{ 4234 Qa1 21 240221 10}~0L-Asptae
3-Dehyrdroguinate
: —— Phosphoenol-
Cymolysis 6-Deoxy-5-keto- ‘_-_.D-Fru.ctose-
prTate fructosej-rl-phosphate 22.1.11 o 1-phosphate
3-Dehsalro- D-Fructose-
Protocatechuate O#421 118 Os it O L6 diphosphate
Bernzoxazinone
hinsyrthesis
A
g 3 42120 ‘ Indole di Shiliraa Shikimate pathwrase
————— O 4.1 — terpene & ite:
f b~ alkaloid bissyrthesis
I 42120 } EXE
| | 0
(3-Indoyl)- Shikimate
EL L Tryptophan Q442120 glycemfﬁfms phets S heentate
|
Trypto _
12 Carbothenylammo)
P ity - -Carthoxyringl)- Biosymthesis of
Tnclcle alialoid g phoshildtiats sitrpphors gmup.
hinsyrthesis nonrbosomal peptides
53124| PRFPO )
D-rbosyl)- CO#{24213 i
En ; - T | biosymthesis
Leridone alkaloid binsymthesis  FF——————— -~ }
Q Q I
3-Hydroxy 3, 4-Dibyrdroxy-
(42101 (32051 [2e157] [13Liz|[13.113] boomsts © & n]‘;%f’;z;é’g I
26.1.78][26.1.79 .
3-Benzylmalate  2-Benzylrualate |—| \—I ¥ ;E%te v
Hyhd 0 Phenyl- ¥ -—— Ubicuingne and other .
& proat L-Arogenat: i terpenmd-guinone binsynthesis
AL
2611 [ 2615 2611 |[ 2615 I
2-Oxo-4-phenyl-
obumawphe 3 [1432] [2619][26157 2619 (26157 [1432] |
26.158][ 14120 26.1.58][1.4120 |
|
¥ F Torosi
ghﬁny‘lﬁf‘:rﬁmid P S 4215 )| [1314 LB_w_t:‘sEe___‘___T_J_ N E”q“j“ﬂ?f“-“]kﬂ”id
Al
ot insymihesis | [ Phengl- | 42101 13178 ] I > iosymthesis
henylal | | 13179 | | | - -
: - | | | | Purorayrin hiosynthesis
Biosymthesis of h’oh;p%ne, | | | |
p}m\jhndme o’
Fiperiding alkaloids I I - - - I 1| Phenipoparne
| 44 Glucosinolate biosynthesis =7 | ym
173 W
Phymydalanine metaholisra Trrosine metadholism
00400 71314
() Kanehisa Lahoratories

Image S1-image map00400. Enzyme codes (EC) in Supplemental Table S4 are highlighted with different colors (one color for each EC) in the KEGG
(Kanehisa et al., 2016) map using the Blast2GO online service (https://www.blast2go.com).



https://www.blast2go.com/
https://www.blast2go.com/
https://www.blast2go.com/
https://www.blast2go.com/
https://www.blast2go.com/
https://www.blast2go.com/
https://www.blast2go.com/
https://www.blast2go.com/
https://www.blast2go.com/

Ima. S1-image map00720

I CARBOM FIXATION PATHWAYZ IN FROKARYOTER I

( Cathon fixation in photosynthetic organisms )

CCr

Citate O 23338
{2319 ]

O cetoacetyl-Col

o
Psmg“ﬂf 1271 J
127~

Wood-Ljungdahl
pathway

279.1 (2792
Phosphosnol- X,
pymTvat: ( (5)-3-Hydroxsbutanol-Cods
ooz O—|
cis-Aconitate ¢ 41131 02 3-Wethylfumaryd-Cob
e
Orxaloacetate Crotonoyl-Cody
A N——
Tsocitrate ¢ | Redustrve Cok 2-Iethylfurard-Cob
acid cytle il 421120
[11142] [11137] O Acryloyl-Cod [4211%
— il 4 Hyrdroxsbutanoyl-Cob
o o & p-Methylualyh Coks
I
P— yrecrlate Od— 621400 62.1-
hyroxstintyrate cytle 41334
2-Oxoglatarate
Sl -
(5)-Malate 28322
L Mk il 4 Hydroxybutanoate
Co&
H X iotuate-
hﬁx% cyrle
[1273] [4212] 0 (R)-Methylmalonyl- Cod [Li1.

28322

Succinyl-Cok

nochigh Co 12178 #O Succizats semialdshyts

1351 1354 o

6213 o
1341|1316 Swetate J

CO2
Fumarate O

) Kanehisa Lahoratories

the KEGG (Kanehisa et al., 2016) map using the Blast2GO online service (https://www.blast2go.com).
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Image Sl-image map00430. Enzyme codes (EC) in Supplemental Table S4 are highlighted with different colors (one color for each EC) in
the KEGG (Kanehisa et al., 2016) map using the Blast2GO online service (https://www.blast2go.com).
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