[bookmark: _GoBack]Supplemental Figure 1: A) DNA methylation of cg21197425 associates with fetal intolerance of labor between 24-32 weeks gestation in the original cohort, B) Association with fetal intolerance of labor in the replication cohort, C) Receiver operator characteristic curve, D) DNA methylation associates with gene expression over pregnancy (ILMN_1724931). Red indicates fetal intolerance to labor. Open circles are samples from visit 1, closed circles are samples from visit 2.[image: /Users/annaknight/Desktop/Drafts/AJOGfigures/FigureS1.pdf]
Supplemental Figure 2: A) DNA methylation of cg05605371 associates with fetal intolerance of labor between 24-32 weeks gestation in the original cohort, B) Association with fetal intolerance of labor in the replication cohort, C) Receiver operator characteristic curve, D) DNA methylation associates with gene expression over pregnancy (ILMN_1724931). Red indicates fetal intolerance to labor. Open circles are samples from visit 1, closed circles are samples from visit 2.[image: /Users/annaknight/Desktop/Drafts/AJOGfigures/FigureS2.pdf]
Supplemental Figure 3: A) DNA methylation of cg19672271 associates with fetal intolerance of labor between 24-32 weeks gestation in the original cohort, B) Association with fetal intolerance of labor in the replication cohort, C) Receiver operator characteristic curve, D) DNA methylation associates with gene expression over pregnancy (ILMN_1724931). Red indicates fetal intolerance to labor. Open circles are samples from visit 1, closed circles are samples from visit 2.[image: /Users/annaknight/Desktop/Drafts/AJOGfigures/FirgureS3.pdf]
Supplemental Figure 4: Flow chart describing samples available at each tirmepoint for DNA methylation and RNA expression analysis.
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Supplemental Table 2: Threshold, sensitivity, specificity, positive predicate value (PPV), and negative predictive value (NPV) for each CpG site.

	CpG site
	Threshold (% methylation)
	Sensitivity
	Specificity
	PPV
	NPV

	cg06999381
	.038
	.67
	.98
	.89
	.92

	cg21197425
	.097
	.67
	.98
	.89
	.92

	cg05605371
	.063
	.67
	.96
	.80
	.91

	cg19672271
	.065
	.67
	.96
	.80
	.91
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