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	Transcript
	Function category
	Structural
category
	Category
	Sub category 1
	Expression*

	SCBFAD1048A12.g
	.
	.
	.
	unknown [Z. mays]
	-0.8932

	SCCCLR1024E01.g
	Pathogen Resistance
	others
	.
	unknown [Z. mays]
	-0.9530

	SCCCHR1001C06.g
	Transport
	Membrane transporters ABC transporter
	Transporters
	ABC transporter (ABC_tran); unknown [Z. mays]
	-0.7641

	SCSGHR1072E12.g
	Lipid metabolism
	hydrolase
	.
	Abhydrolase domain-containing protein 6-A; unknown [Z. mays]
	-0.9493

	SCCCRT3002G10.g
	Cell wall metabolism
	Lignin metabolism
	Cell wall
	dirigent-like protein; hessian fly response gene 1 protein [T. aestivum]
	-1.9128

	SCSGAD1006B03.g
	Others
	Glicosil-transferase
	Cell wall
	glucosyltransferase; unknown [Z. mays]
	-0.8822

	SCEQRT1024C07.g
	Transport
	kinase/phosphatase
	.
	Pyrophosphate-energized vacuolar membrane proton pump; Pyrophosphate-energized inorganic pyrophosphatase; H(+)-PPase; proton translocating pyrophosphatase [O. sativa]
	3.7218

	SCCCST3C04A05.g
	Cell wall metabolism
	redistribution of phospholipids after cell activation or injury.
	.
	Uncharacterized protein At5g01750; unknown [Z. mays]
	-0.8512

	SCCCLR2001E08.g
	.
	.
	.
	Non-symbiotic hemoglobin; Hbt; ZEAmp GLB1; hemoglobin [Z. mays] Non-symbiotic hemoglobin; Hbt; ZEAmp GLB1 Chain A, B and C 
	1.1590

	SCVPRT2073F02.g
	.
	.
	.
	unknown [Z. mays]
	1.6208

	SCCCRT3004A10.g
	.
	.
	No matches
	.
	-3.8448

	SCSBLB1035F03.g
	Others
	Leucine Rich Repeat
	Receptors
	receptor Ser/Thr kinase-unclassified; caneURLK-119 (LRR)
	-0.8086

	SCEZLB1013C10.g
	AminoAcid and nitrogen metabolism
	synthase
	.
	Non-specific lipid-transfer protein-like protein At5g64080; unknown [Z. mays]
	-1.0312

	SCCCCL3001F06.g
	.
	.
	.
	Sulfite oxidase; Moco-containing protein AtMCP; At-SO; AtSOX; Os12g0442800 [O. sativa (japonica cultivar-group)] Sulfite oxidase, putative, expressed [O. sativa]
	1.2940

	SCMCRT2086A02.g
	Nucleotide metabolism
	synthase
	.
	Phosphoribosylamine-glycine ligase, chloroplastic; Glycinamide ribonucleotide synthetase; GARS; Phosphoribosylglycinamide synthetase; hypothetical protein OsI_036507 [O. sativa (indica cultivar-group)]
	2.4069

	SCCCRT1C04G12.g
	.
	.
	.
	hypothetical protein OsJ_000657 [O. sativa]
	4.5988

	SCAGLR2011D02.g
	.
	.
	Bioenergetics
	Respiratory burst oxidase homolog protein B; NADPH oxidase RBOHB; StRBOHB; gb|AAT35117.1| respiratory burst oxidase protein B [O. sativa (indica cultivar-group)]
	2.2170

	SCJLRT1015G08.g
	.
	.
	No matches
	.
	-1.3950

	SCBFRZ2048F01.g
	Unknown
	uncharacterized
	.
	Ser/Thr-rich protein; unknown [Z. mays]
	1.1987

	SCVPLR1028C05.g
	.
	.
	.
	unknown [Z. mays]
	-0.9573

	SCEZLB1012E05.g
	Redox metabolism
	peroxidase
	.
	Peroxidase 19; Atperox P19; ATP51; hypothetical protein OsJ_002847 [O. sativa (japonica cultivar-group)]
	0.9200

	SCCCLR2004G12.g
	Unknown
	others
	.
	unknown [Z. mays]
	0.9732

	SCEQRT3017F02.g
	.
	.
	.
	putative 32.7 kDa jasmonate-induced protein [Hordeum vulgare] 32 kDa protein [Hordeum vulgare]
	-2.9281

	SCSGHR1069F04.b
	Others
	cytochrome P450 family proteinCell wall
	Stress
	cytochrome P450; CYP71C4
	2.4217

	SCJFRT1059B01.g
	Transport
	Transporters
	Transporters
	(xan_ur_permease); permease 1 [Z. mays] Nucleobase-ascorbate transporter LPE1; Leaf permease protein 1 permease 1 [Z. mays]
	-1.0196

	SCSGRT2061H07.g
	.
	.
	.
	unknown [Z. mays]
	-0.9165

	SCACLR1129A10.g
	Unknown
	others
	.
	unknown [Z. mays]
	1.4081

	SCRFSD1019E08.g
	.
	.
	.
	Putative transporter arsB OS=Dictyostelium discoideum; hypothetical protein OsJ_031088 [O. sativa (japonica cultivar-group)]
	-1.2126

	SCQSRT2033A02.g
	.
	.
	.
	unknown [Z. mays]
	-1.0233

	SCVPRT2081A02.g
	Unknown
	uncharacterized
	No matches
	.
	-1.2800


* Log2 

