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	Transcript
	Function category
	Structural
category
	Category
	Sub category 1
	Expression*


	SCBGLR1002B09.g
	Unknown
	no matches
	.
	.
	1.2609

	SCEQRT1024C07.g
	Transport
	kinase/phosphatase
	.
	Pyrophosphate-energized vacuolar membrane proton pump; Pyrophosphate-energized inorganic pyrophosphatase; H(+)-PPase; proton translocating pyrophosphatase [O. sativa]
	2.2483

	SCEQHR1082B01.g
	Carbohydrate metabolism
	several pathways (several putative substrates)
	Cell wall
	Glycosyl hydrolase family 1; hypothetical protein OsI_030804 [O. sativa (indica cultivar-group)]
	1.3234

	SCJFRZ2012A12.g
	Development
	uncharacterized
	.
	Cortical cell-delineating protein precursor (Root-specific protein ZRP3); unknown [Z. mays]
	1.5283

	SCEQRT3018G04.g
	Cell wall metabolism
	Lignin metabolism
	Cell wall
	dirigent-like protein; Os10g0335000 [O. sativa (japonica cultivar-group)] Os10g0335000 [O. sativa (japonica cultivar-group)]
	-1.2535

	SCACRZ3036E03.g
	Unknown
	no matches
	No matches
	.
	2.8444

	SCBFRT3093E07.g
	.
	.
	Secondary metabolism
	anthocyaninless2 [Z. mays] Leucoanthocyanidin dioxygenase; LDOX; Leucocyanidin oxygenase; Leucoanthocyanidin hydroxylase A2 [Z. mays]
	-2.5337

	SCEQLB1063D10.g
	Unknown
	uncharacterized
	.
	Protein RUPTURED POLLEN GRAIN 1; unknown [Z. mays]
	3.3119

	SCJFRT1007E01.g
	.
	.
	Stress
	dioxygenase; IDS2
	3.1613

	SCVPRT2084A03.g
	.
	.
	.
	unknown [Z. mays]
	2.2613

	SCCCRT1C04G12.g
	.
	.
	.
	hypothetical protein OsJ_000657 [O. sativa (japonica cultivar-group)]
	2.4181

	SCEQRT2091H09.g
	Unknown
	.
	.
	unknown [Z. mays]
	1.3938

	SCJFRZ2034H02.g
	Protein metabolism
	zinc-binding protein
	.
	"RING-H2 finger protein ATL5B;"; Os02g0106600 [O. sativa (japonica cultivar-group)] zinc finger-like [O. sativa Japonica Group] Os02g0106600 [O. sativa (japonica cultivar-group)]
	1.4942

	SCEQRT1029F09.g
	AminoAcid and nitrogen metabolism
	decarboxylase
	Amino acid metabolism
	Glutamate decarboxylase (EC 4.1.1.15); unknown [Z. mays]
	1.9153

	SCCCSD1003E06.g
	Others
	inhibitor
	Pathogenicity
	Protease inhibitor; thaumatin
	-2.2697

	SCBFRZ2048F01.g
	Unknown
	uncharacterized
	.
	Ser/Thr-rich protein T10 in DGCR region; unknown [Z. mays]
	1.6617

	SCQSHR1021B05.g
	Unknown
	Uncharacterized
	.
	Putative protein TPRXL; unknown [Z. mays]
	1.4809

	SCEQRT1033G03.g
	.
	.
	.
	Chemocyanin precursor (Basic blue protein) (Plantacyanin); hypothetical protein OsI_022834 [O. sativa (indica cultivar-group)]
	2.7350

	SCRLFL4025G12.g
	Unknown
	uncharacterized
	.
	unknown [Z. mays]
	1.2649

	SCJLRT1018C09.g
	.
	.
	.
	hypothetical protein LOC100192619 [Z. mays] unknown [Z. mays]
	1.4718

	SCCCRT2002G08.g
	Transport
	transporter
	.
	Protein RUPTURED POLLEN GRAIN 1; hypothetical protein LOC100192602 [Z. mays] unknown [Z. mays]
	1.2450

	SCEPRT2043E12.g
	Transport
	transporter
	Transporters
	Sulfate transporters (Sulfate_transp); Os03g0161200 [O. sativa (japonica cultivar-group)] Sulfate transporter 3.1, putative, expressed [O. sativa (japonica cultivar-group)] Os03g0161200 [O. sativa (japonica cultivar-group)]
	1.2543

	SCQSLR1061C11.g
	DNA metabolism
	uncharacterized
	.
	DNA-damage-inducible protein F; unknown [Z. mays]
	2.3321

	SCCCRT2C08E12.g
	Others
	others
	.
	UPF0497 membrane protein At4g03540; unknown [Z. mays]
	1.4303

	SCSBFL1038E08.g
	.
	.
	.
	hypothetical protein [S. bicolor]
	2.2134

	SCCCRZ1001A02.g
	Unknown
	uncharacterized
	.
	unknown [Z. mays]
	1.7048

	SCQSHR1024F04.g
	Transport
	Membrane transporters ABC transporter
	.
	Probable white-brown complex homolog protein 16; unknown [Z. mays]
	1.5009

	SCCCCL3003E07.b
	Pathogen Resistance
	induced by biotic and abiotic stress and hormone
	Cell wall
	chitinase; chitinase B [S. officinarum]
	-3.0691

	SCJFRT2060A10.g
	Unknown
	Uncharacterized
	No matches
	unknown [Z. mays]
	1.2612

	SCCCRT1002B11.g
	Unknown
	others
	Carbohydrate metabolism
	(Q40007) Putative 32.7 kDa jasmonate-induced protein; hypothetical protein OsI_035081 [O. sativa (indica cultivar-group)]
	2.2446

	SCQSRT2033A02.g
	.
	.
	.
	unknown [Z. mays]
	1.4822

	SCCCRT1002A07.g
	.
	.
	.
	Lysine histidine transporter 2 OS=A. thaliana; unknown [Z. mays]
	1.5632

	SCCCCL2001H12.b
	Unknown
	others
	.
	hypothetical protein OsJ_010070 [O. sativa (japonica cultivar-group)]
	-1.3359

	SCJLST1019A04.g
	Unknown
	uncharacterized
	.
	.
	3.2667


* Log2 
