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	Transcript
	Function category
	Structural
category
	Category
	Sub category 1
	Expression*

	SCBFLR1083G04.g
	Transposable element-related
	.
	.
	Retrotransposable element Tf2 155 kDa protein type 3; polyprotein [S. bicolor]
	-1.9150

	SCMCRZ3068E07.g
	.
	.
	.
	unknown [Z. mays]
	1.7650

	SCEZRZ3098F04.g
	Redox metabolism
	Transferase family
	.
	Probable glutathione S-transferase BZ2; Protein bronze-2; bronze-2 protein [Z. mays]
	-1.4550

	SCBGLR1119H08.g
	Protein metabolism
	peptidase
	.
	Serine carboxypeptidase-like 35; hypothetical protein OsI_016140 [O. sativa (indica cultivar-group)]
	1.2252

	SCJLRT1022H01.g
	.
	.
	.
	Cycloartenol synthase; 2,3-epoxysqualene--cycloartenol cyclase; unknown [Z. mays]
	1.1524

	SCMCST1049H08.g
	AminoAcid and nitrogen metabolism
	synthase
	.
	Nicotianamine synthase 3 (S-adenosyl-L-methionine:S-adenosyl-L-methionine:S- adenosyl-methionine 3-amino-3-carboxypropyltransferase 3) (OsNAS3) Nicotianamine synthase 3 (S-adenosyl-L-methionine:S-adenosyl-L-methionine:S- adenosyl-methionine 3-amino-3; nicotianamine synthase 3 [Z. mays]
	1.1351

	SCEQRT1024C07.g
	Transport
	kinase/phosphatase
	.
	Pyrophosphate-energized vacuolar membrane proton pump; Pyrophosphate-energized inorganic pyrophosphatase; H(+)-PPase; proton translocating pyrophosphatase [O. sativa]
	3.2419

	SCEPRT2043B01.g
	Cell wall metabolism
	Cell wall growth/extension
	Cell wall
	Expansin; unknown [Z. mays]
	2.3962

	SCRLLB2032D09.g
	Others
	uncharacterized
	.
	Gamma-thionin homolog PPT precursor; unknown [Z. mays]
	-1.0406

	SCACRZ3036E03.g
	Unknown
	no matches
	No matches
	.
	1.0551

	SCBFRT3093E07.g
	.
	.
	Secondary metabolism
	Leucoanthocyanidin dioxygenase (LDOX); anthocyaninless2 [Z. mays] Leucoanthocyanidin dioxygenase; LDOX; Leucocyanidin oxygenase; Leucoanthocyanidin hydroxylase A2 [Z. mays]
	-2.0683

	SCCCLB1C04B12.g
	Others
	.
	.
	RING finger and CHY zinc finger domain-containing protein 1; Zinc finger protein 363; CH-rich-interacting match with PLAG1; Androgen receptor N-terminal-interacting protein; unknown [Z. mays]
	1.3723

	SCCCLB1C03G03.g
	Unknown
	uncharacterized
	.
	unknown [Z. mays]
	1.3416

	SCCCRT2004E10.g
	.
	.
	.
	Anther-specific proline-rich protein APG; Protein CEX; unknown [Z. mays]
	1.5361

	SCJFRT1007E01.g
	.
	.
	Stress
	dioxygenase; IDS2
	1.2550

	SCVPRT2084A03.g
	.
	.
	.
	unknown [Z. mays]
	1.7558

	SCEZHR1048C09.g
	Others
	uncharacterized
	.
	Vignain; Bean endopeptidase; Cysteine proteinase EP-C1; unknown [Z. mays]
	1.6057

	SCEQRT1025C04.g
	Others
	cytochrome P450 family protein
	Stress
	Cytochrome P450; Cyp only
	1.3396

	SCQGLR2032E05.g
	Others
	.
	Development
	development; ZmGR1a [Z. mays]
	1.0489

	SCCCCL7002A04.g
	.
	.
	Transcription Factor
	hormone-related/ethylene/AP2/EREBP; EREB-like protein
	-1.1149

	SCCCRT1C04G12.g
	.
	.
	.
	hypothetical protein OsJ_000657 [O. sativa (japonica cultivar-group)]
	3.1392

	SCJFRT2060A05.g
	.
	.
	.
	O-methyltransferase ZRP4 (OMT); hypothetical protein LOC100193561 [Z. mays] unknown [Z. mays]
	1.9452

	SCEQRT2091C06.g
	.
	.
	.
	hypothetical protein OsJ_015414 [O. sativa (japonica cultivar-group)]
	1.4825

	SCVPRZ2042G03.g
	Carbohydrate metabolism
	several pathways (several putative substrates)
	Cell wall
	Glycosyl hydrolase family 1; unknown [Z. mays]
	1.6650

	SCVPRT2076E10.g
	Signal Transduction
	transcription factor
	Transcription Factor
	AP2/EREBP; hypothetical protein OsI_007303 [O. sativa (indica cultivar-group)]
	1.5626

	SCCCRZ3004F06.g
	Unknown
	uncharacterized
	.
	.
	1.4858

	SCRURT2006B11.g
	Unknown
	uncharacterized
	.
	.
	2.4432

	SCVPLB1020G05.g
	Carbohydrate metabolism
	Sacarose/trealose/sorbitol and other mono-oligosaccharides
	Cell wall
	α-L-arabinofuranosidase; unknown [Z. mays]
	1.4916

	SCMCRT2086H06.g
	Unknown
	uncharacterized
	.
	hypothetical protein LOC100192824 [Z. mays]; unknown [Z. mays]
	1.2967

	SCJLST1019A04.g
	Unknown
	uncharacterized
	.
	.
	1.8897

	SCVPLB1018H01.g
	Others
	uncharacterized
	.
	Protein regulator of cytokinesis 1; unknown [Z. mays]
	-1.9669

	SCVPLR2005A02.g
	Unknown
	.
	.
	.
	-0.9790

	SCEZLB1011H05.g
	Unknown
	uncharacterized
	.
	unknown [Z. mays]
	1.3907

	SCEZLB1006G08.g
	Carbohydrate metabolism
	uncharacterized
	Carbohydrate metabolism
	Putative glucan 1,3-beta-glucosidase; unknown [Z. mays]
	1.7018

	SCEPLR1030E06.g
	Signal Transduction
	kinase/
phosphatase
	Receptors
	receptor Ser/Thr kinase; caneRLK-D14 (LRR)
	1.8632

	SCVPRT2073A12.g
	Unknown
	uncharacterized
	.
	unknown [Z. mays]
	1.3570

	SCRFLR2038G09.g
	Others
	transferase
	.
	Thiosulfate sulfurtransferase; Rhodanese; Senescence-associated protein; Sulfurtransferase protein 16; AtStr16; unknown [Z. mays]
	2.6769

	SCCCRT2001D04.g
	.
	.
	Development
	Root-specific; RCc3
	-2.0532


* Log2 

