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	Transcript
	Function category
	Structural
category
	Category
	Sub category 1
	Expression*

	SCCCRT3001A02.g
	Pathogen Resistance
	
	Cell wall
	chitinase; Endochitinase A precursor (Seed chitinase A)
	2.1000

	SCEQRT2026A06.g
	Cell wall metabolism
	Cell wall growth/extension
	Cell wall
	Expansin; Putative selT-like protein F28H7.4 precursor
	2.8501

	SCQSRT2031H06.g
	Signal Transduction
	protein-protein interaction
	Stress
	Water stress; induced
	-1.5884

	SCEZRZ3098F04.g
	Redox metabolism
	Transferase family
	.
	Probable glutathione S-transferase BZ2; Protein bronze-2; bronze-2 protein [Z. mays]
	-1.5089

	SCJLRT3076A06.g
	.
	.
	Unknown protein
	H0410G08.14 [O. sativa (indica cultivar-group)] hypothetical protein OsI_016948 [O. sativa (indica cultivar-group)]
	2.1912

	SCEQRT1024C07.g
	Transport
	kinase/phosphatase
	.
	Pyrophosphate-energized vacuolar membrane proton pump; Pyrophosphate-energized inorganic pyrophosphatase; H(+)-PPase; proton translocating pyrophosphatase [O. sativa]
	3.3795

	SCQGLR1085F11.g
	Signal Transduction
	dehydrin
	Stress
	drought-induced; Dehydrin
	-1.6809

	SCJLRT1023E06.g
	Cell wall metabolism
	Other glycan degradation
	Cell wall
	beta-1,3-glucanase Glycosyl hydrolases family 17; pathogenesis-related protein 6 [Z. mays subsp. parviglumis]
	1.5048

	SCEQRT1024F02.g
	Redox metabolism
	peroxidase
	Stress
	response to oxidative stress; Peroxidase 1 precursor
	-1.6100

	SCJLFL4183G10.g
	Unknown
	uncharacterized
	.
	hypothetical protein OsI_014192 [O. sativa (indica cultivar-group)]
	1.5436

	SCCCRT1C04G12.g
	.
	.
	.
	hypothetical protein OsJ_000657 [O. sativa (japonica cultivar-group)]
	3.6190

	SCACAD1035G11.g
	.
	.
	.
	LOB domain-containing protein 29 (ASYMMETRIC LEAVES 2-like protein 16) (AS2-like protein 16); Os08g0563400 [O. sativa (japonica cultivar-group)] putative LOB domain protein 17 [O. sativa Japonica Group] 
	-1.0209

	SCCCSD1003E06.g
	Others
	inhibitor
	Pathogenicity
	Protease inhibitor; thaumatin
	2.3418

	SCEQRT2101A06.g
	Pathogen Resistance
	.
	.
	Nectarin-1; Superoxide dismutase [Mn]; Os01g0952000 [O. sativa (japonica cultivar-group)] putative Rhicadhesin receptor precursor [O. sativa Japonica Group] Os01g0952000 [O. sativa (japonica cultivar-group)] hypothetical protein OsI_005095 [O. sativa]
	1.1896

	SCVPLB1017D05.g
	Signal Transduction
	Uncharacterized
	Stress
	induced
	1.0642

	SCVPRT2080B02.g
	Cell wall metabolism
	Structural proteins of the cell wall
	
	hypothetical protein OsI_032717 [O. sativa (indica cultivar-group)]
	2.2216

	SCEZLB1012C07.g
	Signal Transduction
	kinase/phosphatase
	Protein kinase
	SNF-like kinase; caneCIPK-17
	-1.3075

	SCSGAM2103C12.g
	.
	.
	.
	HVA22-like protein f; AtHVA22f; hypothetical protein OsJ_003236 [O. sativa (japonica cultivar-group)]
	1.2923

	SCRFSD2023E07.g
	Pathogen Resistance
	peptidase
	Pathogenicity
	R-genes transduction; PR
	1.4797

	SCEPLR1030E06.g
	Signal Transduction
	kinase/phosphatase
	Receptors
	receptor Ser/Thr kinase; caneRLK-D14 (LRR)
	1.0359

	SCVPLB1018H01.g
	Others
	uncharacterized
	.
	Protein regulator of cytokinesis 1; unknown [Z. mays]
	-1.6725

	SCSBFL1038E08.g
	.
	.
	.
	hypothetical protein [S. bicolor]
	5.3723

	SCSGHR1069F04.b
	Others
	cytochrome P450 
	Stress
	cytochrome P450; CYP71C4
	2.3618

	SCRURT2009D02.g
	.
	.
	.
	OSJNBa0091D06.16 [O. sativa (japonica cultivar-group)] hypothetical protein OsI_016227 [O. sativa (indica cultivar-group)] hypothetical protein OsJ_014957 [O. sativa]
	1.1952

	SCACHR1035G08.g
	Others
	uncharacterized
	.
	14 kDa proline-rich protein DC2.15; unknown [Z. mays]
	2.2071

	SCSGLR1045B04.g
	Unknown
	Uncharacterized
	.
	unknown [Z. mays]
	-1.0467

	SCSBSD1058E10.g
	Unknown
	uncharacterized
	Receptors
	Receptor Ser/Thr kinase-unclassified; with LRR
	-1.0503

	SCSFSD1065B09.g
	.
	.
	.
	Pyrophosphate-energized vacuolar membrane proton pump; Pyrophosphate-energized inorganic pyrophosphatase; H(+)-PPase; unknown [Z. mays]
	-1.6482

	SCVPRT2073C10.g
	Others
	uncharacterized
	.
	Wheatwin-2; Pathogenesis-related protein 4b; unknown [Z. mays]
	1.9193


* Log2 



