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	Transcript
	Function category
	Structural
category
	Category
	Sub category 1
	Expression*

	SCEQRT2026A06.g
	Cell wall metabolism
	Cell wall growth/extension
	Cell wall
	Expansin; Putative selT-like protein F28H7.4 precursor
	1.1878

	SCSGHR1072F11.g
	Signal Transduction
	transcription factor
	Transcription Factor
	Zinc finger proteins; GATA
	1.5703

	SCEQRT1024C07.g
	Transport
	kinase/
phosphatase
	.
	Pyrophosphate-energized vacuolar membrane proton pump; H(+)-PPase; [O. sativa]
	3.5658

	SCJFRT2057H11.g
	.
	.
	.
	unknown [Z. mays]
	2.1804

	SCVPRT2073F02.g
	.
	.
	.
	unknown [Z. mays]
	1.8975

	SCCCRT3004A10.g
	.
	.
	No matches
	.
	1.9384

	SCQGLB1029D12.g
	Unknown
	uncharacterized
	.
	unknown [Z. mays]
	1.4169

	SCJLFL4183G10.g
	Unknown
	uncharacterized
	.
	hypothetical protein OsI_014192 [O. sativa]
	1.2228

	SCVPRT2084A03.g
	.
	.
	.
	unknown [Z. mays]
	0.8050

	SCCCRT1C04G12.g
	.
	.
	.
	hypothetical protein OsJ_000657 [O. sativa]
	4.3313

	SCCCCL3001F06.g
	.
	.
	.
	Sulfite oxidase; Moco-containing protein AtMCP; At-SO; AtSOX
	1.2823

	SCMCRT2086A02.g
	Nucleotide metabolism
	synthase
	.
	Phosphoribosylamine-glycine ligase, chloroplastic; Glycinamide ribonucleotide synthetase; GARS; Phosphoribosylglycinamide synthetase; hypothetical protein OsI_036507 [O. sativa]
	2.2205

	SCVPRT2080B02.g
	Cell wall metabolism
	Structural proteins of the cell wall
	
	Os12g0442800 [O. sativa (japonica cultivar-group)] Sulfite oxidase, putative, expressed [O. sativa (japonica cultivar-group)] Os12g0442800 [O. sativa (japonica cultivar-group)]; hypothetical protein OsI_032717 [O. sativa]
	2.3652

	SCJLRT1015G08.g
	.
	.
	No matches
	.
	1.0603

	SCBGLR1023D10.g
	Signal Transduction
	transcription factor
	Transcription Factor
	Zinc finger proteins; GATA
	1.4422

	SCSGAM2103C12.g
	.
	.
	.
	HVA22-like protein f; AtHVA22f; hypothetical protein OsJ_003236 [O. sativa (japonica cultivar-group)]
	1.1154

	SCEZRT2019F10.g
	Redox metabolism
	peroxidase 
Cell wall
	.
	Peroxidase 1; unknown [Z. mays]
	1.2323

	SCCCLR1072D05.g
	Carbohydrate metabolism
	translocator
	.
	Protein RUPTURED POLLEN GRAIN 1; unknown [Z. mays]
	0.9374

	SCBGFL5077B07.g
	Unknown
	.
	.
	.
	1.1759

	SCJLRZ1020B01.g
	.
	.
	Nucleic acid metabolism
	Putative prpol
	1.6465

	SCJFRT1059G06.g
	Unknown
	no matches
	.
	.
	1.2712

	SCEZLB1005E07.g
	.
	.
	Lipid, fatty-acid and isoprenoid metabolism
	Phospholipase D p1 (EC 3.1.4.4) (AtPLDp1) (Phospholipase D1 PHOX and PX containing domain); putative nitrate transporter [O. sativa Japonica Group] 
	1.4970

	SCRLRT3032A09.g
	Pathogen Resistance
	induced by biotic and abiotic stress and hormone
	Cell wall
	chitinase; hypothetical protein OsI_001428 [O. sativa (indica cultivar-group)]
	2.1352

	SCEPAM2056G07.g
	Redox metabolism
	peroxidase
	Stress
	response to oxidative stress; Peroxidase 64 precursor (Atperox P64) (PRXR4) (ATP17a)
	1.9397

	SCEQRT2100C04.g
	Cell wall metabolism
	cell wall differentiation
	Cell wall
	Fucosyltransferase; hypothetical protein OsI_021353 [O. sativa (indica cultivar-group)]
	1.8011

	SCQGLR2032G02.g
	Redox metabolism
	peroxidaseCell wall
	.
	Peroxidase 15; Prx15; Anionic peroxidase; unknown [Z. mays] unknown [Z. mays]
	2.4812

	SCSGHR1069F04.b
	Others
	cytochrome P450 family proteinCell wall
	Stress
	cytochrome P450; CYP71C4
	3.0488

	SCACHR1035G08.g
	Others
	uncharacterized
	.
	14 kDa proline-rich protein DC2.15; unknown [Z. mays]
	2.1422

	SCRFLR2038G09.g
	Others
	transferase
	.
	Thiosulfate sulfurtransferase; Rhodanese; Senescence-associated protein; Sulfurtransferase protein 16 [Z. mays]
	2.8056

	SCRFSD1019E08.g
	.
	.
	.
	Putative transporter arsB OS=Dictyostelium discoideum hypothetical protein OsJ_031088 [O. sativa]
	-1.1549

	SCCCRT2001D04.g
	.
	.
	Development
	Root-specific; RCc3
	1.0124

	SCJLLR1054A06.g
	Hormone biosynthesis
	oxidase
	Hormone biosynthesis
	ethylene; ACC oxidase
	1.1619

	SCSFSD1065B09.g
	.
	.
	.
	Pyrophosphate-energized vacuolar membrane proton pump; Pyrophosphate-energized inorganic pyrophosphatase; H(+)-PPase; unknown [Z. mays]
	-1.7465

	SCCCCL3004A08.b
	Others
	others
	.
	Early nodulin 93; N-93; unknown [Z. mays]
	2.7904

	SCEQRT1029H04.g
	Unknown
	Uncharacterized
	Library-specific
	By domain; Tryp_alpha_amyl
	1.8805


* Log2 
