Supplementary material 7. Xia’s test of substitution saturation 

	
	Adh
	Ddc
	Hb
	Kl3
	Per
	COI
	COII
	Cytb

	Iss
	0.0959
	0.1916
	0.1412
	0.1148
	0.1437
	0.1237
	0.1059
	0.0884

	Iss.c
	0.6981
	0.7607
	0.7393
	0.7045
	0.7722
	0.7516
	0.7384
	0.7429

	T
	35.3674
	43.0746
	40.1986
	35.5082
	52.5227
	36.6624
	49.8726
	59.9821

	DF
	404
	947
	675
	440
	1157
	818
	671
	716

	Probability
	<0.0001
	<0.0001
	<0.0001
	<0.0001
	<0.0001
	<0.0001
	<0.0001
	<0.0001




(Interpretation of results:
               Significant Difference
               ----------------------
               Yes                 No
-------------------------------------------------------
Iss < Iss.c    Little             Substantial
               saturation         saturation
-------------------------------------------------------
Iss > Iss.c    Useless            Very poor
               sequences          for phylogenetics
-------------------------------------------------------
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