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AUC: 1
CumFrDet: 97.2 %,   MaxFrDet: 97.2%
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AUC: 0.994
CumFrDet: 98.7 %,   MaxFrDet: 100%
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● cg13024709   ARHGEF4

AUC: 0.945
CumFrDet: 78.9 %,   MaxFrDet: 98.9%
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AUC: 0.994
CumFrDet: 96.2 %,   MaxFrDet: 98.9%
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AUC: 1
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AUC: 1
CumFrDet: 98.9 %,   MaxFrDet: 98.9%
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AUC: 1
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AUC: 1
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AUC: 1
CumFrDet: 98.9 %,   MaxFrDet: 98.9%
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AUC: 1
CumFrDet: 98.9 %,   MaxFrDet: 98.9%

ESCA set of 9 markers
cu

m
ul

at
iv

e 
be

ta
0

2
4

6
8

blood tumors (n=185)

●

●

●

●

●

●

●

●

●

cg13024709   ARHGEF4
cg14416371   MIR129−2
cg16306898   TMEM240
cg14763548   VSX1
cg08189989   LINC01158
cg25875213   ZNF781
cg07495363   BOLL
cg24403845   SORCS1
cg13916740   ZNF582, ZNF582−AS1

AUC: 1
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AUC: 1
CumFrDet: 98.9 %,   MaxFrDet: 98.9%
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AUC: 1
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AUC: 1
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● cg14543508   PHF19

AUC: 1
CumFrDet: 70.7 %,   MaxFrDet: 100%
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AUC: 1
CumFrDet: 95.7 %,   MaxFrDet: 100%
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AUC: 1
CumFrDet: 99.3 %,   MaxFrDet: 100%
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AUC: 1
CumFrDet: 100 %,   MaxFrDet: 100%
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cg26970841   IRF8
cg12206199   ARHGEF33
cg06798642   TEC
cg22865720   LOC105378591, PRKCZ

AUC: 1
CumFrDet: 100 %,   MaxFrDet: 100%
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cg26970841   IRF8
cg12206199   ARHGEF33
cg06798642   TEC
cg22865720   LOC105378591, PRKCZ
cg04922681   TNFSF11

AUC: 1
CumFrDet: 100 %,   MaxFrDet: 100%
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AUC: 1
CumFrDet: 100 %,   MaxFrDet: 100%
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AUC: 1
CumFrDet: 100 %,   MaxFrDet: 100%
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AUC: 1
CumFrDet: 100 %,   MaxFrDet: 100%
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cg20880234   ZMYM2
cg20065569   HEATR4, RIOX1
cg14506196   NKX2−3

AUC: 1
CumFrDet: 100 %,   MaxFrDet: 100%
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AUC: 1
CumFrDet: 100 %,   MaxFrDet: 100%
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AUC: 1
CumFrDet: 100 %,   MaxFrDet: 100%
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● cg17300544   SEPT9

AUC: 0.999
CumFrDet: 78.6 %,   MaxFrDet: 100%
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cg14416371   MIR129−2

AUC: 0.999
CumFrDet: 98.1 %,   MaxFrDet: 100%
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cg18087672   

AUC: 1
CumFrDet: 99.8 %,   MaxFrDet: 100%
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AUC: 1
CumFrDet: 100 %,   MaxFrDet: 100%
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cg06463958   T

AUC: 1
CumFrDet: 100 %,   MaxFrDet: 100%
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cg14416371   MIR129−2
cg18087672   
cg03978375   IRF8
cg06463958   T
cg09859398   GPR135

AUC: 1
CumFrDet: 100 %,   MaxFrDet: 100%
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CumFrDet: 100 %,   MaxFrDet: 100%
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AUC: 0.976
CumFrDet: 81.5 %,   MaxFrDet: 88%
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● cg14326413   PRDM8

AUC: 0.98
CumFrDet: 77.7 %,   MaxFrDet: 92.7%
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AUC: 0.999
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● cg11521404   GJA3

AUC: 0.997
CumFrDet: 77.5 %,   MaxFrDet: 97.4%
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● cg06952671   ITGA4

AUC: 1
CumFrDet: 98 %,   MaxFrDet: 100%
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AUC: 1
CumFrDet: 100 %,   MaxFrDet: 100%
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AUC: 1
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AUC: 1
CumFrDet: 100 %,   MaxFrDet: 100%
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AUC: 1
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AUC: 1
CumFrDet: 100 %,   MaxFrDet: 100%
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CumFrDet: 100 %,   MaxFrDet: 100%
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blood tumors (n=105)

● cg21889472   FLJ32255

AUC: 0.976
CumFrDet: 71.4 %,   MaxFrDet: 100%
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AUC: 0.989
CumFrDet: 89.5 %,   MaxFrDet: 100%
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AUC: 1
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● cg01423964   KCNA3

AUC: 0.978
CumFrDet: 94.4 %,   MaxFrDet: 98.5%
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AUC: 0.992
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