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	Parameters a
	Values

	N
	67

	Total number of loci
	7,720

	Call rate (>99%)
	6,299

	Np
	1,575

	MAF
	0.195

	Ho
	0.021

	He
	0.225

	F
	0.857



a N, sample size, Np, number of polymorphic SNPs; MAF, minor allele frequency; Ho, observed heterozygosity; He, expected heterozygosity; F, inbreeding coefficient.

