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[bookmark: _GoBack]Supplementary Figure S3. Performance of the nine-gene signature (PDLIM1, FBP1, NLRC3, ST6GALNAC1, C4BPA, PPP2R3A, TRIM46, EPH2 and PRRG1) proposed by O'Mara et al. in OS prediction of EC using the entire EC dataset. (A) The ROC curve was generated for 5-year OS predictions with an AUC of 0.669. The optimal cut-off value (-4.94) was obtained to divide the patients into low- and high-risk groups. (B) Kaplan-Meier curves for patients in 2 risk groups. Patients in the high-risk group had poorer OS compared with patients in the low-risk group (HR = 3.42, p < 0.001).
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