Table 1 Sequence of primers and siRNAs for genes involved in the study
	Gene/siRNA
	sequence (5'-3')

	LINC00152
	F
	CACTGAAAATCACGACTCC[1]

	
	R
	AAATGGGAAACCGACCAGAC[1]

	U6
	F
	CTCGCTTCGGCAGCACA[1]

	
	R
	AACGCTTCACGAATTTGCGT[1]

	CCND1
	F
	GCAGCAGAAGCGAGAGC[2]

	
	R
	ACTTCTGTTCCTCGCAGAC[2]

	GAPDH
	F
	GGGAGCCAAAAGGGTCAT[2]

	
	R
	GAGTCCTTCCACGATACCAA[2]

	LINC00152 shRNA1
	sense
	CAGGGAAUCUUUCAGCUGGAUUCCG[1]

	
	anti-sense
	CGGAAUGCAGCUGAAAGAUUCCCUG[1]

	LINC00152 shRNA2
	sense
	UGAUCGAAUAUGACAGACACCGAAA[1]

	
	anti-sense
	UUUCGGUGUCUGUCAUAUUCGAUCA[1]

	CCND1 siRNA
	sense
	ACACCAAUCUCCUCAACGAUU[3]

	
	anti-sense
	UCGUUGAGGAGAUUGGUGUUU[3]
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