Table S1. Top 20 up- and downregulated proteins in U343 and U87MG cells measured by mass spectrometry. 
A) Top 20 downregulated proteins in U343 cells
	Log2 AT101/DMSO
	Log p-value
	Gene name

	-5,34444
	1,91208
	MRPL14

	-4,90578
	1,5027
	ITSN2

	-4,50307
	2,76529
	HIST1H1E

	-4,19465
	2,14686
	SDE2

	-4,09133
	2,75789
	RAD18

	-4,07443
	3,35775
	WDR59

	-3,89727
	2,443
	MRPL47

	-3,8902
	2,66136
	MRPL37

	-3,8803
	3,29278
	ANLN

	-3,85955
	1,35402
	TANGO6

	-3,73098
	1,6512
	MRPL15

	-3,71424
	1,56607
	PLK1

	-3,69889
	1,48761
	TNRC6A

	-3,68284
	2,13336
	MRPL24

	-3,60828
	1,50662
	FDX1

	-3,53978
	2,1192
	UBE2C

	-3,48687
	1,78953
	KIAA0101

	-3,45461
	2,54696
	UBE2S

	-3,43106
	1,5426
	SOX2

	-3,4146
	1,59763
	BCKDHA



B) Top 20 downregulated proteins in U87MG cells 
	Log2 AT101/Con
	Log10 Intensity
	Gene name

	-1,4023593
	8,179543174
	TARS2

	-1,3974856
	8,704051802
	ETFA

	-1,3907677
	7,922154325
	TK1

	-1,3828696
	9,12671246
	HADHA

	-1,3554181
	8,703669609
	MCM2

	-1,3283017
	8,202719843
	GYG1

	-1,3273693
	8,304845832
	RRM1

	-1,3178467
	8,372901882
	DUT

	-1,2429722
	8,534654236
	ECHS1

	-1,2353987
	8,521222449
	SQRDL

	-1,2324207
	9,037985939
	DDX5

	-1,2281823
	8,552412674
	ATP5L

	-1,2097117
	7,741722663
	ELAC2

	-1,1994105
	6,545709055
	FAM63A

	-1,1839606
	8,006553748
	ACSL4

	-1,1772793
	8,374234952
	HAT1

	-1,1645299
	8,226085406
	OAT

	-1,1523244
	8,932580296
	COX5A

	-1,1508272
	7,524941083
	XRCC1

	-1,1323747
	8,643482286
	KPNA2



C) Top 20 upregulated proteins in U343 cells
	Log2 AT101/DMSO
	Log p-value
	Gene name

	9.66906075
	2.84814
	RPLP1

	6.094719025
	2.60884
	GDF15

	5.060562059
	3.06684
	CADPS2

	3.45192345
	2.14945
	SLC2A1

	3.439411724
	1.53515
	TPP1

	3.360855674
	3.00751
	GAMT

	3.340163577
	2.34884
	PRDX4

	3.285207629
	3.52748
	SQSTM1

	3.256917059
	1.51885
	SRFS10

	3.224938459
	1.52734
	SNRPE

	3.195503431
	2.03883
	KDM3A

	3.192073008
	1.53797
	PPAN

	3.118200486
	2.08018
	MAN2C1

	3.102015674
	2.12905
	TICAM2

	3.003625013
	2.54793
	MTM1

	2.925610458
	1.43893
	HLA-A

	2.868579336
	2.33814
	unknown*

	2.821304991
	1.78468
	PCK2

	2.77633373
	2.12202
	CYCS

	2.716006941
	1.4862
	SPHK2



*: this protein could not be determined based on the peptide profile measured.

D) Top 20 upregulated proteins in U87MG cells
	Log2 AT101/Con
	Log10 Intensity
	Gene name

	4.29570598
	9.208064948
	NDRG1

	3.59978429
	9.355318357
	HMOX1

	3.47548423
	8.303124749
	RRAD

	3.44577679
	7.360375644
	IRS2

	3.30852339
	6.944591232
	CDKN1A

	3.14317396
	7.842406397
	SLC3A2

	2.8614011
	9.163408876
	CLU

	2.81069393
	7.687729564
	SQSTM1

	2.63451109
	9.15717561
	SLC2A11

	2.61562379
	8.201629232
	RPS27A

	2.59229728
	9.162116141
	HSPA1A

	2.50268311
	9.898327445
	FGF2

	2.44989214
	7.94379367
	HK2

	2.37841283
	8.551563436
	NAMPT

	2.06155181
	9.223978511
	TXN

	1.88626529
	8.575322963
	YBX1

	1.77874345
	8.380932657
	APP

	1.73159724
	8.038957771
	ASNS

	1.72368625
	9.004138588
	GBE1

	1.71949929
	8.952763392
	GARS



 Bold and underlined names are mitochondria related.

