Table S1. The basic characteristics of the SNPs.
	Chr
	Pos(hg19)
	Gene
	SNP
	ref
	alt
	Function
	HWE
	gnomad_AF
	our_AF

	10
	124768583
	ACADSB
	rs12263012
	G
	A
	exonic
	1.000
	0.135
	0.117

	10
	124770575
	ACADSB
	rs6599641
	T
	G
	intronic
	0.515
	0.420
	0.371

	10
	124771035
	ACADSB
	rs4633392
	C
	G
	intronic
	0.062
	0.159
	0.160

	10
	124789186
	ACADSB
	rs7070793
	A
	G
	intronic
	1.000
	0.259
	0.219

	10
	124811466
	ACADSB
	rs1898462
	C
	T
	intronic
	0.503
	0.577
	0.658

	10
	124814481
	ACADSB
	rs11248371
	A
	T
	UTR3
	1.000
	0.159
	0.134

	10
	124818438
	ACADSB
	rs7100031
	A
	G
	downstream
	1.000
	0.112
	0.093

	10
	16870912
	CUBN
	rs1801232
	G
	T
	exonic
	1.000
	0.164
	0.179

	10
	16882518
	CUBN
	rs703064
	T
	C
	exonic
	0.542
	0.478
	0.464

	10
	16918972
	CUBN
	rs1801241
	A
	G
	exonic
	0.605
	0.322
	0.265

	10
	16949550
	CUBN
	rs3740165
	T
	C
	exonic
	1.000
	0.121
	0.180

	10
	16979606
	CUBN
	rs2356590
	G
	T
	exonic
	0.347
	0.184
	0.199

	10
	16979661
	CUBN
	rs1801234
	T
	C
	exonic
	0.684
	0.521
	0.485

	10
	16982061
	CUBN
	rs2271462
	C
	T
	exonic
	0.347
	0.183
	0.199

	10
	17008946
	CUBN
	rs1687705
	C
	G
	intronic
	0.496
	0.322
	0.335

	10
	17024503
	CUBN
	rs1801231
	G
	A
	exonic
	0.408
	0.534
	0.577

	10
	17113563
	CUBN
	rs1801225
	C
	T
	exonic
	1.000
	0.556
	0.607

	10
	17140234
	CUBN
	rs11254370
	A
	T
	intronic
	0.030
	0.686
	0.701

	10
	17147521
	CUBN
	rs1801224
	G
	T
	exonic
	0.058
	0.683
	0.691

	10
	17152994
	CUBN
	rs1801223
	G
	A
	exonic
	0.066
	0.196
	0.165

	10
	17156151
	CUBN
	rs1801222
	A
	G
	exonic
	0.778
	0.804
	0.765

	10
	17172952
	CUBN
	rs10904881
	C
	A
	intergenic
	0.381
	0.422
	0.356

	15
	75012985
	CYP1A1
	rs1048943
	T
	C
	exonic
	0.273
	0.251
	0.245

	15
	75015305
	CYP1A1
	rs4646422
	C
	T
	exonic
	0.652
	0.150
	0.129

	15
	75016192
	CYP1A1
	rs4646421
	G
	A
	intronic
	0.544
	0.407
	0.438

	10
	96741426
	CYP2C9
	rs1934967
	C
	T
	intronic
	0.503
	0.194
	0.180

	10
	96741817
	CYP2C9
	rs1934968
	A
	G
	intronic
	0.156
	0.614
	0.689

	10
	96746078
	CYP2C9
	rs2298037
	C
	T
	intronic
	0.828
	0.299
	0.371

	10
	96748495
	CYP2C9
	rs1934969
	A
	T
	intronic
	0.544
	0.382
	0.485

	1
	60358982
	CYP2J2
	rs2280273
	T
	C
	UTR3
	0.630
	0.091
	0.122

	1
	60360027
	CYP2J2
	rs1408479
	C
	T
	intronic
	0.342
	0.116
	0.113

	1
	60373775
	CYP2J2
	rs1155002
	T
	C
	intronic
	0.474
	0.718
	0.704

	1
	60378853
	CYP2J2
	rs11572254
	G
	T
	intronic
	0.057
	0.100
	0.103

	1
	60388674
	CYP2J2
	rs10493270
	G
	A
	intronic
	0.000
	0.169
	0.278

	1
	60389605
	CYP2J2
	rs11572204
	G
	C
	intronic
	0.232
	0.141
	0.155

	11
	14909745
	CYP2R1
	rs7936142
	A
	T
	intronic
	1.000
	0.172
	0.087

	11
	14913575
	CYP2R1
	rs12794714
	G
	A
	exonic
	0.377
	0.357
	0.361

	11
	14915310
	CYP2R1
	rs2060793
	A
	G
	intergenic
	1.000
	0.663
	0.613

	11
	14915908
	CYP2R1
	rs16930609
	A
	C
	intergenic
	0.455
	0.134
	0.165

	11
	14921880
	CYP2R1
	rs10766197
	G
	A
	intergenic
	0.829
	0.349
	0.381

	7
	99354114
	CYP3A4
	rs12333983
	T
	A
	downstream
	1.000
	0.301
	0.276

	7
	99361466
	CYP3A4
	rs2242480
	C
	T
	intronic
	0.549
	0.286
	0.214

	7
	99365083
	CYP3A4
	rs4646437
	G
	A
	intronic
	0.591
	0.161
	0.102

	15
	74634899
	CYP11A1
	rs11638442
	C
	G
	intronic
	0.463
	0.204
	0.281

	15
	74640109
	CYP11A1
	rs1484215
	C
	T
	intronic
	0.348
	0.188
	0.194

	15
	74655583
	CYP11A1
	rs7174179
	A
	G
	intronic
	0.198
	0.560
	0.613

	15
	74661894
	CYP11A1
	rs2073475
	C
	T
	intergenic
	0.665
	0.456
	0.371

	15
	74662387
	CYP11A1
	rs16968477
	C
	T
	intergenic
	1.000
	0.309
	0.260

	20
	52771171
	CYP24A1
	rs4809957
	A
	G
	UTR3
	0.821
	0.636
	0.670

	20
	52772741
	CYP24A1
	rs927650
	T
	C
	intronic
	0.345
	0.741
	0.799

	20
	52773510
	CYP24A1
	rs6097809
	T
	C
	intronic
	0.145
	0.328
	0.289

	20
	52778961
	CYP24A1
	rs2209314
	T
	C
	intronic
	0.308
	0.428
	0.423

	20
	52781251
	CYP24A1
	rs2762939
	G
	C
	intronic
	0.463
	0.282
	0.294

	20
	52781264
	CYP24A1
	rs6013905
	T
	C
	intronic
	1.000
	0.358
	0.413

	20
	52782691
	CYP24A1
	rs3787555
	C
	A
	intronic
	0.670
	0.584
	0.622

	20
	52783135
	CYP24A1
	rs3787557
	T
	C
	intronic
	0.582
	0.263
	0.232

	20
	52783652
	CYP24A1
	rs2762941
	G
	A
	intronic
	1.000
	0.619
	0.696

	20
	52784478
	CYP24A1
	rs2181874
	G
	A
	intronic
	0.597
	0.255
	0.250

	20
	52785859
	CYP24A1
	rs4809959
	A
	G
	intronic
	0.542
	0.440
	0.459

	20
	52786219
	CYP24A1
	rs2296241
	G
	A
	exonic
	0.299
	0.407
	0.423

	20
	52788013
	CYP24A1
	rs6022999
	A
	G
	intronic
	0.073
	0.217
	0.222

	20
	52791518
	CYP24A1
	rs2248359
	C
	T
	intergenic
	0.205
	0.375
	0.381

	2
	219651819
	CYP27A1
	rs6716642
	G
	A
	intronic
	1.000
	0.078
	0.041

	2
	219663153
	CYP27A1
	rs6740004
	G
	A
	intronic
	1.000
	0.160
	0.128

	12
	58162085
	CYP27B1
	rs10877012
	G
	T
	downstream
	0.155
	0.624
	0.686

	12
	58162739
	CYP27B1
	rs703842
	A
	G
	UTR3
	0.103
	0.632
	0.684

	11
	71142350
	DHCR7
	rs1790349
	T
	C
	intergenic
	0.441
	0.280
	0.260

	11
	71144468
	DHCR7
	rs7122671
	G
	A
	downstream
	1.000
	0.096
	0.093

	11
	71147883
	DHCR7
	rs1790329
	A
	G
	intronic
	0.112
	0.786
	0.796

	11
	71150296
	DHCR7
	rs1790325
	C
	T
	intronic
	0.113
	0.778
	0.794

	11
	71154204
	DHCR7
	rs11606033
	A
	G
	intronic
	0.684
	0.387
	0.444

	4
	72601331
	GC
	rs12512631
	T
	C
	intergenic
	1.000
	0.205
	0.184

	4
	72608115
	GC
	rs705117
	C
	T
	intronic
	0.416
	0.490
	0.469

	4
	72608383
	GC
	rs2282679
	T
	G
	intronic
	0.627
	0.256
	0.299

	4
	72609094
	GC
	rs1491710
	A
	C
	intronic
	0.830
	0.338
	0.378

	4
	72611690
	GC
	rs842999
	G
	C
	intronic
	0.065
	0.233
	0.170

	4
	72614140
	GC
	rs705120
	A
	C
	intronic
	1.000
	0.557
	0.541

	4
	72616932
	GC
	rs222040
	G
	A
	intronic
	0.831
	0.362
	0.383

	4
	72618334
	GC
	rs7041
	A
	C
	exonic
	0.627
	0.295
	0.299

	4
	72624135
	GC
	rs10488854
	C
	T
	intronic
	1.000
	0.207
	0.160

	4
	72631744
	GC
	rs222010
	T
	C
	intronic
	1.000
	0.692
	0.716

	4
	72636272
	GC
	rs222020
	C
	T
	intronic
	0.505
	0.597
	0.351

	4
	72643488
	GC
	rs1155563
	T
	C
	intronic
	0.678
	0.334
	0.418

	4
	72644962
	GC
	rs222029
	G
	A
	intronic
	0.323
	0.780
	0.811

	4
	72647762
	GC
	rs1352845
	A
	G
	intronic
	1.000
	0.400
	0.357

	11
	71169547
	NADSYN1
	rs2276360
	G
	C
	exonic
	0.839
	0.406
	0.448

	11
	71174553
	NADSYN1
	rs1629220
	C
	T
	intronic
	0.026
	0.370
	0.351

	11
	71183737
	NADSYN1
	rs2282618
	T
	C
	intronic
	1.000
	0.835
	0.861

	11
	71210023
	NADSYN1
	rs10898210
	G
	A
	intronic
	0.227
	0.758
	0.784

	11
	71211654
	NADSYN1
	rs4944076
	G
	A
	intronic
	1.000
	0.700
	0.724

	11
	71212219
	NADSYN1
	rs12277408
	T
	C
	intronic
	0.686
	0.137
	0.139

	11
	13514053
	PTH
	rs6256
	G
	T
	exonic
	0.255
	0.124
	0.103

	11
	13514263
	PTH
	rs6254
	C
	T
	intronic
	1.000
	0.124
	0.138

	11
	13514505
	PTH
	rs177706
	C
	T
	intronic
	0.438
	0.698
	0.732

	11
	13516379
	PTH
	rs751610
	C
	T
	intronic
	0.457
	0.159
	0.153


Ref=reference allele, Alt=alternative allele
[bookmark: _GoBack]HWD represents p value for hardy-weinberg equilibrium
AF: allele frequency

