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1. Correlation between IL-23R gene polymorphisms and susceptibility of ankylosing spondylitis[1](included)
ZHANG Ji-Lin, LIU Chong, SHAN Xue-Mei, SONG Yu-Guo.
Department of Molecular Biology, School of Laboratory Medicine, Beihua University, Jilin 132013, China
[Abstract] Objective: To investigate the correlation between single nucleotide polymorphism (SNP) of rs7517847 and rs10489629 on IL-23R gene and susceptibility of ankylosing spondylitis in Jilin. Methods: IL-23R gene polymorphisms of 188 cases on ankylosing spondylitis were detected by polymerase chain reaction-restriction fragment length polymorphism (PCR-RFLP), compared with those of 100 cases of healthy control group. Results: The frequency distribution differences，between AS group and comparison group of separate genotype and the allele on two SNPs ( rs7517847 and rs10489629) both showed statistical significance ( P<0. 05) . Meanwhile, by the assumed genetic way, compared homozygous mutant GG of rs7517847 with TG + TT, compared homozygous mutant AA of rs10489629 with GA + GG，such frequency distribution difference between the above two groups also showed statistical significance( P<0. 05). Conclusion: Polymorphisms about IL-23R gene of the rs7517847 and rs10489629 are both associated with susceptibility of AS in Jilin. The risk of AS will be increased if the person both with G/A allele and GG/AA genotype, which may be one of susceptive factors by AS.
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2. Association of interleukin-23 and interleukin-23 receptor gene rs11209032 single nucleotide polymorphism with ankylosing spondylitis[2] (excluded)
Li Xiujuan, Sun Chuan, Li Shiying, Huang Shengqi, Liang Huiqiang, Chen Jianyong, Chen Weiguang.
The Jiangmen Central Hospital, Guangdong 529001, China
[Abstract] Objective: To investigate the association between interleukin (IL)-23， interleukin-23 receptor (IL-23R) gene rs11209032 single nucleotide polymorphism (SNP) and ankylosing spondylitis (AS) in Chinese Han patients. Methods: One hundred and thirty two patients with AS and 102 healthy donors were studied， enzyme linked immunosorbent assay (ELISA) was used analyze the levels of IL-23， The genotypes of IL-23R SNP was detected by TaqMan probe assays. Results: The levels of the peripheral blood IL-23 were significantly higher in AS patients than
those in normal controls (P<0.05). The rs11209032 genotypes in AS patients consisted of homozygote A/A (5.3%), A/G (91.7%) and G/G (3.0%), while the rs11209032 genotypes in the controls were composed of A/A (20.6%)，A/G (65.7%) and G/G (13.7%). The significant difference was found in the distribution of rs11209032 genotypes between these two groups (χ2=24.63，P<0.05). But the frequency of rs11209032 allele in AS patients was not significantly changed when compared with the control group (χ2=0.243, P＞0.05). Conclusion: There may be existence association between the IL-23R gene rs11209032 SNP and ankylosing spondylitis in local area population.
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3. Association between IL23R Gene Polymorphism and Risk of Ankylosing Spondylitis in Beijing Population[3](included)
ZHOU Lin1, 2, LAI Bei3, HUANG Ci-bo3, ZHU Xiao-quan2, XU Xiao-dong3, HUO Zheng-hao1, YANG Ze2
1Department of Cell Biology and Medical Genetics, Ningxia Medical University, Yinchuan 750004; 
2The Key Laboratory of Geriatrics, Beijing Hospital & Beijing Institute of Geriatrics, Ministry of Health, Beijing 100730; 
3The Department of Rheumatology and Immunology, Beijing Hospital, Ministry of Health, Beijing 100730
[Abstract] Objective: To investigate the association of SNP rs10489629 and rs10889677 on IL23R gene with the incidence of ankylosing spondylitis (AS) in Beijing population. Methods: Using the case-control method, 161 AS patients were included in the AS group and 167 gender-matched healthy subjects that older than 40 years, were selected as normal controls. Using PCR-HRM genotyping method combined with gene sequencing technology, the genotypes of SNP rs10489629 and rs10889677 were detected and the distribution frequencies of allele and genotypes under dominant and recessive genetic models were analyzed. We also analyzed the interaction of these two SNPs. Results: Significant differences were found in the A allele distribution of rs10489629 (P=0.031; OR=1.479; 95% CI: 1.036-2.112) and rs10889677 (P = 0.019;OR = 1. 685; 95% CI: 1.088-3.593) between case and control groups. The distribution frequencies of genotype AA of rs10489629( P = 0.009; OR = 1.792; 95% CI: 1.153-2.786 and rs10889677( P = 0.019;OR = 1. 685; 95% CI: 1.088-3.593) were also significant differences between two groups. However, no interaction was existed between two SNPs. Conclusion: SNP rs10489629 and rs10889677 are likely correlated with AS in Beijing population. rs10489629 is protective SNP and rs10889677 is risk SNP.
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4. The candidate gene-association study of ankylosing spondylitis in Chinese North Population the study of pathogenesis of DA2B[4] (included)
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5. Association between IL23R Gene Polymorphism and Risk of Ankylosing Spondylitis in Northwest Chinese Han population[5] (excluded)
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SNP HWE Recessive B, Dominant P Additive 2

model value model value model value

AA AT+TT  0.30 AA+AT TT 0.04 AA AT TT 0.04
rs10736406 0. 06 Case 1 136 23 114 1 22 114
Control 0 147 40 107 0 40 107

CC CTM+TT 0.82 CC+#CT TT 0.32 CC CT TT 0.51
rs1004819 0.51 Case 27 116 90 53 27 63 53
Control 25 115 96 44 25 71 4

GG GT+TT 0.33 GG+T TT 0.13 GG GT TT 0.09
rs7517847 0.13 Case 24 120 83 61 24 59 61
Control 18 125 95 48 18 77 48

GG GA+AA  0.03 GG+AG AA 0.3¢ AA AG GG 0.09
rs10489629 0.69 Case 16 130 69 77 77 53 16
Control 6 137 59 84 8 53 6

TT CT+CC 0.37 TM+T CC 0.74 TT CT CC 0.53
152201841 0.83 Case 12 104 52 64 12 40 64
Control 7 95 48 54 7 41 54

AA AC+CC  NA  AC+AA CC 0.61 AA AC CC 0.61
rs1343151  <0.001 Case 0 139 13 126 0 13 126
Control 0 144 11 133 0 11 133

TT CT+CC 0.06 TT+T CC 0.68 TT CT CC 0.17
rs6693831 0.85 Case 14 126 57 83 14 43 83
Control 6 135 54 87 6 48 87

CC AA+AC 0.002 CC+AC AA 0.29 CC AC AA Q.01
rs10889677  0.56 Case 33 111 80 64 33 47 64
Control 14 130 71 73 14 57 73
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Tab.1 Proportion comparison of genotypes and alleles between AS group and control group

Groups n s No. Genotypes(%) Alleles(%)
ol 1o MBI TI(IL7%) CI(3.3%) CC(35%) T(8.3%)  C(617%)
51004819 AA(10%) GA(6.7%) GG(83.3%) A(13.3%) G(86.7%)
Controls 130 57530511 TT(14.6% ) CT(53.8%) CC(31.5%) T(41.5%) C(58.5%)
sl004819 AA(4.6%) GA(6.2%) GG(89.2%) A(7.7%) G(92.3%)
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Tab.2 Frequency comparison of rs7517847 genotypes and alleles between AS group and control group

Groups ., Trcenmypes frTeguency (%) — — All(;l’es frequency (T%)
AS 188 26 93 66 228 148
Patients (13.83) (51.06) (35.11) (60. 64) (39. 36)
Healthy 100 20 67 13 93 107
Controls (20. 00) (67.00) (13.00) (46. 50) (53.50)
X 16. 115 0.459" ,6.192? 10.578
P value 0.00032 (df =2) 0.795",0.05% 0.0011
OR value 1.772
95% CI 1.255 -2.501
Note:1) AS patients;2) Health controls.
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Tab.3 Frequency comparison of rs10489629 genotypes and alleles between AS group and control group

— R Genotypes frequency (%) HWE Alleles frequency (%)
GG GA AA A G
AS 188 11 68 109 286 90
Patients (5.85) (36.17) (57.98) (76.06) (23.94)
Healthy 100 12 46 42 130 70
Controls (12.00) (46.00) (42.00) (65. 00) (35.00)
X 7. 863 0.0043",0. 0061 7. 966
P value 0.0196 (df =2) 0.998",0. 997 0. 0048
OR value 1.711
95% CI 1.179 -2. 484
Note:1) AS patients;2) Healthy controls.
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Tab.1 Frequency comparison of rs11209032 genotypes and alleles between AS group and control group

Genotype frequency Alleles frequency
Groups n AA AG GG G
n % n % n % n % n %
AS 132 7 53 121 91.7 4 3.0 135 51.1 129 48.9
controls 102 21 20.6 67 65.7 14 13.7 109 534 95 46.6
X 24.630 0.240
P value 0.001 0.622
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Tab.3 Frequency comparison of rs10489629 genotypes and alleles between AS group and control group

1510489629 Genotypes /% Alleles /% AD model AR model
AlG " AA AG GG HWE A G (AA+AG) /GG AA/(AG +GG)
AS 161 102(63.4) 49(30.4) 10(6.2) 253(0.786) 69(0.214) 151:10 102:59
Controls 167 82 (49.1) 74(44.3) 11(6.6) 0.291  238(0.713) 96(0.287) 156:11 82:85

X 7.195 4.658 0.019 6.761

P value 0.027 (df =2) 0.031 0.890 0.009

OR — 1.479 1.065 1.792
95% CI = 1.036 ~2. 112 0.439 ~2.580 1.153 ~2.786

Note : OR = odds ratio; CI = confidence interval; HWE = Hardy — Weinberg equilibrium.
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Tab.4 Frequency comparison of rs10889677 genotypes and alleles between AS group and control group

1s10889677 Genotypes /% Alleles /% AD model AR model
C/A " AA AC cC HWE A C (AA+AC) /CC  AA/(AC+CC)
AS 161 96(59.6) 53(32.9) 12(7.5) 245(76.1) 77(23.9) 149:12 96:65
Controls 167 78(46.7) 74(44.3) 15(9.0) 0.667  230(68.9) 104(31.1) 152:15 78:89

X 5.560 4.283 0.254 5.494

P value 0.062 (df =2) 0.038 0.615 0.019
OR _— 1.439 1.225 1.685
95% CI - 1.019 ~2.707 0.555 ~4.861 1.088 ~3.593

Note :OR = odds ratio; CI = confidence interval; HWE = Hardy — Weinberg equilibrium




