Supplementary Figures and Tables
Suppl. Fig. 1. The specificity of antibodies used in immunostaining experiments as tested by Western blot analysis of nuclear extract from Drosophila embryos. (A, B) Lanes treated with preimmune serum (PI), immune antiserum (Im), and affinity purified antibody (Ab) against the specified antigen (A) – Pbp45, (B) – Brf1 (above the line) are shown in each blot. (C, D) The RNAi knockdown of Pbp45 (C) and Brf1 (D) leads to elimination of the corresponding bands on Western-blot. The nuclear extract from Drosophila S2 cells (lane 1 on C and D) or from nuclear extract following RNAi (lane2 on C and D) was resolved in PAGE. The membranes were stained with antibodies against Pbp45 (C) or Brf1 (D). For loading control membranes were stained with antibodies against GCN5 (lower panels). 

Suppl. Fig. 2. The specificity of protein interactions observed in co-immunoprecipitation experiments. (A-B) Antibodies against the Thoc5 protein which participates in transcription elongation and mRNA nuclear export precipitate Thoc5 and ENY2 protein (which was previously shown to interact with Thoc5) but not the other proteins used in our experiments. Equivalent amounts of the input fraction, and of the proteins bound to the immunosorbent (IP) were separated by SDS-PAGE and analyzed by western blotting with the above-mentioned antibodies. Antibody chains are indicated. (C) Outputs from immunoprecipitation experiments demonstrated on Figure 4I stained with antibodies against Brf1. The figure demonstrates that antibody against Sgf11 nearly completely depletes Brf1 from the extract.
 

Suppl. Fig. 3. The transcription levels of studied genes in mutant strains. (A) The decrease of Ada2b, Gcn5, Sgf11, and Nonstop transcription in mutant strains of flies compared to TM6B, Tb[1]/+ strain, used as a control, verified by qPCR using the MiniOpticon system (Bio-Rad). (B) The SAGA subunits mutation does not influence the transcription of genes encoding the subunits of PBP complex, Brf1 and Bdp1. (A and B) The transcription level in mutated flies was measured by qPCR and the results were normalized on rRNA. 
Suppl. Table 1. The description of D. melanogaster strains used in experiments.
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Suppl. Table 2. The list of primers used in the study.

