Supplementary Table 3.  Detailed information on the primer sequences.

	Experiment
	Gene/Region
	Forward primer
	Reverse primer
	NCBI Reference Sequence
(PCR product size)

	ChIP
	Region NC
	5’-GTAATTTAGCTGATCCCATAG-3’
	5’-CACAGCCTTGTGTTTCAGCTG-3’
	(147bp)

	ChIP
	Region special
	5’-GTGGGCTGAGGTCACATCAC-3’
	5’-TTCAGCTGCTCCAGACTTCT-3’
	(144bp)

	EMSA
	Promoter -231~-222bp
	5’-GGAACTGTCAGGAACTGTCAGGAACTG TCAGGAACTGTCAGGAACTGTCAGGAACTGTCA-3’
	5’-TGACAGTTCCTGACAGTTCCTGACAGTTC CTGACAGTTCCTGACAGTTCCTGACAGTTCC-3’
	-

	EMSA
	Promoter -111~-102bp
	5’-GAAACAGCCAGAAACAGCCAGAAACAG CCAGAAACAGCCAGAAACAGCCAGAAACAGCCA-3’
	5’-TGGCTGTTTCTGGCTGTTTCTGGCTGTTTC TGGCTGTTTCTGGCTGTTTCTGGCTGTTTC-3’
	-

	qPCR
	SND1
	5’-GGTGGACTACATTAGACCAGCC-3’
	5’-AGACCTTTGCTGACAAGAGCCTC-3’
	NM_014390 (123bp)

	qPCR
	GAPDH
	5’-GTCTCCTCTGACTTCAACAGCG-3’
	5’-ACCACCCTGTTGCTGTAGCCAA-3’
	NM_001256799 (131bp)

	qPCR
	UCA1
	[bookmark: _GoBack]5’-AAGAGATCCACCTGCGACCT-3’
	5’-CCTCCACCGTAAGAGTTACC-3’
	NR_015379 (169bp)

	qPCR
	MMP1
	5’-ATGAAGCAGCCCAGATGTGGAG-3’
	5’-TGGTCCACATCTGCTCTTGGCA-3’
	NM_001145938 (137bp)

	qPCR
	LGALS4
	5’-GGAACAGCCTTCTGAATGGCTC-3’
	5’-CCATTGGCGTAAACCTTGAAGCG-3’
	NM_006149 (130bp)

	qPCR
	CPA4
	5’-AGGTGGATACTGTTCATTGGGG-3’
	5’-TTGCTGATCTCGTCTCCATTTC-3’
	NM_001163446 (113bp)

	qPCR
	TSPAN1
	5’-TGCTGTGGTCGCCTTGGTGTAC-3’
	5’-TGGTGAAGCCACAGCACTTGAG-3’
	NM_005727 (152bp)

	qPCR
	U6 RNA
	5’-GCTTCGGCAGCACATATACTAAAAT-3’
	5’-ACGAATTTGCGTGTCATCCTT-3’
	NR_004394 (83bp)

	pLKO-shRNA 
	shSND1-#1
	5’-CCGGTCTCGTCTCAAACTCTATTTGCTCG AGCAAATAGAGTTTGAGACGAGATTTTTG-3’
	5’-AATTCAAAAATCTCGTCTCAAACTCTATTT GCTCGAGCAAATAGAGTTTGAGACGAGA-3’
	-

	pLKO-shRNA 
	shSND1-#2
	5’-CCGGTAGTGGAGGGAGTAATCCTAACTC GAGTTAGGATTACTCCCTCCACTATTTTTG-3’
	5’-AATTCAAAAATAGTGGAGGGAGTAATCC TAACTCGAGTTAGGATTACTCCCTCCACTA-3’
	-

	pLKO-shRNA 
	shUCA1-#1
	5’-CCGGTTAATCCAGGAGACAAAGACTCGA GTCTTTGTCTCCTGGATTAATTTTTG-3’
	5’-AATTCAAAAATTAATCCAGGAGACAAA GACTCGAGTCTTTGTCTCCTGGATTAA-3’
	-

	pLKO-shRNA 
	shUCA1-#2
	5’-CCGGGGTAATGTATCATCGGCTTCTC GAGAAGCCGATGATACATTACCTTTTTG-3’
	5’-AATTCAAAAAGGTAATGTATCATCGGCT TCTCGAGAAGCCGATGATACATTACC-3’
	-

	IRES-UCA1 
	UCA1
	5’-CCGGAATTCTGACATTCTTCTGGACA ATGAGTCCCATCA-3’
	5’-CGCGGATCCATCAGGCATATTAGCTTTA ATGTAGGTGGC-3’
	NR_015379.2 (1431bp)

	IRES-FLAG-MYB 
	MYB
	5’-CCGCTCGAGATGGATTACAAGGATGACG ACGATAAGATGGCCCGAAGACCCCGGCAC-3’
	5’-TAAAGCGGCCGCTCACATGACCAGCGTC CGGGCTGAGAATGC-3’
	NM_001130173 (2334bp)

	GLuc-On 
	UCA1 promoter FL
	5’-CGGACTAGTGTCCATATAGATAGGCAGGGAAGACAAATT-3’
	5’-CCCACCGGTCCAGAAGAATGTCACAGGG TCGATTGATCA-3’
	(2000bp)

	GLuc-On 
	UCA1 promoter #1
	5’-CGGACTAGTAAGACAAAATGTAAATTAA AAGCTTTATCG-3’
	5’-CCCACCGGTCCAGAAGAATGTCACAGGG TCGATTGATCA-3’
	(1500bp)

	GLuc-On 
	UCA1 promoter #2
	5’-CGGACTAGTTGTAATCCCAGCACTTTGG GAGTTTGAGGC-3’
	5’-CCCACCGGTCCAGAAGAATGTCACAGGG TCGATTGATCA-3’
	(1000bp)

	GLuc-On 
	UCA1 promoter #3
	5’-CGGACTAGTCTTTTAGATGACGGAGGGA GATACCAGGGG-3’
	5’-CCCACCGGTCCAGAAGAATGTCACAGGG TCGATTGATCA-3’
	(500bp)


[bookmark: _Hlk519673832]Note: ChIP: Chromatin immunoprecipitation assay; EMSA: electrophoretic mobility shift assay; qPCR: quantitative real-time PCR assay; NC: negative control; SND1: staphylococcal nuclease and tudor domain containing 1; GAPDH: glyceraldehyde-3-Phosphate Dehydrogenase; UCA1: urothelial cancer associated 1; MMP1: matrix metallopeptidase 1; LGALS4: lectin, galactoside-binding, soluble, 4; CPA4: carboxypeptidase A4; TSPAN1: tetraspanin 1; MYB: MYB proto-oncogene, transcription factor; NCBI, national center for biotechnology information. 
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