Supplementary Table 2: Quality control data and alignment rates of replicates of Klebsiella pneumoniae strain K/1309-39 to the reference genome, Klebsiella pneumonia strain 002SK2 (Assession number: CP025515.1)

	Sample
	Total no. of sequencing reads obtained 
	Total no. of good quality sequencing reads after trimming
	Concordant Alignment Rate (%)
	Overall Alignment Rate (%)

	K/1309-39_r1
	3,051,479
	2,999,454
	82.18
	90.14

	[bookmark: __DdeLink__2251_2056238819]K/1309-39_r2
	2,150,165
	2,098,889
	80.21
	83.41

	K/1309-39_r3
	3,277,731
	3,202,135
	81.16
	83.61

	[bookmark: __DdeLink__1571_1984740280]K/1309-39_treated_r1
	2,996,262
	2,930,324
	80.42
	81.95

	K/1309-39_treated_r2
	2,741,527
	2,685,463
	79.43
	81.30

	K/1309-39_treated_r3
	2,093,982
	2,016,953
	82.63
	83.65






