
 

Supplementary Figures 

Assessment of Platelet Aggregation and secretion in healthy volunteers. 

 

 
 

 

Supplementary Figure 1.1 ADP responses. For panel A, bars represent median and interquartile 
range. Black symbols represent maximal aggregation and grey symbols represent final aggregation 5 
minutes after agonist addition. For panel B, boxes represent median and interquartile range, whiskers 

represent 5
th 

and 95
th 

percentiles and outlying points are represented by dots. Black symbols represent 
maximal aggregation, grey symbols represent final aggregation 5 mins after agonist addition. 
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Supplementary Figure 1.2 Collagen responses. For panel A, bars represent median and interquartile 
range. Black symbols represent maximal aggregation and grey symbols represent final aggregation 5 
minutes after agonist addition. For panel B, boxes represent median and interquartile range, whiskers 

represent 5
th 

and 95
th 

percentiles and outlying points are represented by dots. Black symbols represent 
maximal aggregation, grey symbols represent final aggregation 5 mins after agonist addition. 
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Supplementary Figure 1.3 Arachidonic acid responses. For panel A, bars represent median and 

interquartile range. For panel B, boxes represent median and interquartile range, whiskers represent 5
th 

and 95
th 

percentiles and outlying points are represented by dots. Maximal aggregation only is shown 
(as no healthy volunteers showed deaggregation to arachidonic acid). 
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Supplementary Figure 1.4 Adrenaline responses. For panel A, bars represent median and 
interquartile range. Black symbols represent maximal aggregation and grey symbols represent 
aggregation 5 minutes after agonist addition (aggregation was monitored for ten minutes in total for 

adrenaline). For panel B, boxes represent median and interquartile range, whiskers represent 5
th 

and 

95
th 

percentiles and outlying points are represented by dots. Black symbols represent maximal 
aggregation and grey symbols represent aggregation 5 minutes after agonist addition (aggregation 
was monitored for ten minutes in total for adrenaline). 
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Supplementary Figure 2. Effect of distance travelled by sample. X axis for all panels shows all 

responses, and subcategories of local (testing and venepuncture performed in same city), intermediate 

(tested from a city less than 100 miles away) and distant (tested from a city 100 miles or more away) 

testing. Bars represent median and interquartile range. Panel A shows maximal aggregation to ADP 

3µM, Panel B shows maximal aggregation to adrenaline 10µM, Panel C shows maximal aggregation 

to PAR-1 peptide 30µM, Panel D shows maximal aggregation to collagen 1µg/ml, and Panel E shows 

final aggregation at 5 minutes post agonist addition (allowing for deaggregation) to ADP 3µM. For all 

panels p > 0.05 using Kruskal Wallis test to compare local, intermediate and distant groups. For all 

panels no p values ≤  
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