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Supplementary Figure S1. Medicago sativa seeds were irradiated with 20Gy and 200Gy and grown in tissue paper rolls in plants growth chamber (SANYO). The temperature adjusted on 22oC and 80 % humidity for 12 days (a), no significant variation was observed in the shoot and root length when compared with Control (b), 20Gy (c), 200Gy (d). 
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[bookmark: _GoBack]Supplementary Figure S2. Medicago sativa plants were grown in tissue paper roll for 21 days supplemented with nitrogen sufficient (+N) and nitrogen deficient (-N) media into plants growth chamber (SANYO). The temperature adjusted on 22oC and 80 % humidity. 
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Supplementary Figure S3. Stem-loop RT-PCR analysis of miR398a-5p and miR398a-3p expression for Medicago sativa nitrogen deficient (-N) and nitrogen sufficient (+N) shoot samples, together with U6 as internal control.
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Supplementary Figure S4. Quantitative real time PCR analysis for miR398a-5p and miR398a-3p for Medicago sativa nitrogen deficient (-N) and nitrogen sufficient (+N) shoot samples, together with U6 as internal control. 
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Supplementary Figure S5. Flow chart for position weight matrix analysis. The mature miRNA sequences were retrieved from miRBase and investigated for conserved pattern of nucleotide in miRNA families, isoforms and plants families. Further targets were predicted and analyzed the complementarity between miR398 and predicted targets. 



Supplementary Fig. S6. An overview of the functional classification of Medicago truncatula miR398 predicted target. (a) There are total 179 target were predicted from psRNATarget and 60 targets were involved in transcriptional cleavage. The predicted transcriptional cleavage targets were classified into major function, for 5p (a) and 3p (b) darker shades specify the target Stress/defense including the miR398 validated target superoxide dismutase. 
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