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Supplementary  Table  S 1:   Details of templates used for homology modelling, energies associated with models and validation score.   1    2 

Protein  name   Template selection  Comparative modelling  Validation  

Template  Selected  Sequence  I dentity   (%)  Sequence  S imil arity   (%)  E - value  PDF Total  Energy  PDF Physical  Energy  DOPE Score  Ramachandran Plot  ERRAT  

Allowed  residue  (%)  Disallowed  residue  (%)  

Bos taurus  1JV2  96.0  9 8  0.0     19324.85  6523.02  - 159538.7  98.8  1.2  43.5  

Canis lupus  3IJE  93.6  94  0.0  38 461.76  9048.73  - 139217.3  97.6  2.4  43.4  

Gallus gallus  3IJE  83.0  91  0.0  16258.17  6252.25  - 172573.7  99.1  0.9  54.1  

FMDV  1FOD  69.0  81  5 .03 E - 83     1126.43  614.32  16978.6  100 .0  0.0  59.4  

FMDV  mutated  1FOD  69.0  81  1.17 E - 82  1124.56   627.85  - 17208.6  100 .0  0.0  67.0  


