[bookmark: _GoBack]Supplementary figure S1 | Boxplot of spearmanr correlation among different region groups and relation to island. a Boxplot of spearmanr correlation among different region group. b Boxplot of spearmanr correlation among different relation to island.
[image: C:\Users\DingWB\AppData\Local\Microsoft\Windows\INetCache\Content.Word\Supplementary figure S1.tiff]


[bookmark: OLE_LINK22]Supplementary figure S2 | Unsupervised hierarchical clustering and heatmap associated with the methylation profile of the 515 probes across 7605 tumor samples of 26 cancers. The left color bar mark different cancer types.


Supplementary figure S3 | Principal component and canonical correlation analysis. a Canonical correlation analysis of the top 515 significantly differentially methylated probes. b Principal component analysis of top 515 DMPs.













[bookmark: OLE_LINK60][bookmark: OLE_LINK61]Supplementary figure S4 | Gene ontology biological process and KEGG pathway enrichment analysis result for frequently DMPs. a GSEA of genes that frequently hypermethylated DMPs locate.  b GSEA of genes that frequently hypomethylated DMPs locate.
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