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miR-375 mediates the CRF signaling pathway to regulate catecholamine biosynthesis by targeting Sp1 in porcine adrenal gland
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Figure legend
Fig. S1. Sp1 is a target gene of miR-375.
A: The predicted binding site of miR-375 and 3’-UTR of Sp1. B: The sketch of the minimum free energy between miR-375 and the 3’-UTR of Sp1. C: Schematic of the inserted Sp1 3’-UTR and Sp1-mut-3’UTR. D: The relative luminescence intensity detected by the ModulusTM II microplate multimode reader after miR-375-mi or nc-mi and dual-luciferase vectors were co-transfected into 293FT cells. The data are presented as means±S.E.M from three independent experiments. *P<0.05, NS: not significant (P>0.05, by t-test).

