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Figure S4: Methylation of individual probesets in low and high AQP1 expressing colorectal carcinoma from patients in the combined TCGA-COAD and TCGA-READ datasets. Beta-values for AQP1 low (n = 127) and high (n = 190) expressing CRC for all individual probesets located in the region from -5,000 to +25,000 bp of the AQP1 transcription start site. Horizontal bars represent average beta-value for either AQP1 low or high expressing CRC. Comparison between AQP1 low and high were considered statistically significant when the adjusted P value (adj. P) for the unpaired Welch’s t-test with Bonferroni correction for multiple comparisons was < 0.05. ns, not significant.
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