[bookmark: _GoBack]Table S5. Sensitivity analysis for bump hunting from the entire population (“All Samples”) or following race-ethnic stratification.  The maxGap parameter was varied from 250 to 2000.  Top 5 DMRs are reported for each analysis.
	Chr
	Start
	End
	Width
	Value
	Cluster Length
	p value
	FWER  p value
	Gene

	All Samples, N=182, maxGap = 2000

	5
	135414858
	135416613
	1756
	-0.089
	96593
	1*E-04
	0.013
	VTRNA2-1

	6
	31650735
	31652845
	2111
	-0.047
	110751
	1*E-04
	0.046
	LY6G5C

	6
	30094947
	30095549
	603
	0.026
	108442
	2*E-04
	0.147
	TRIM40

	21
	34405553
	34405997
	445
	0.073
	311362
	3*E-04
	0.235
	OLIG2

	13
	112984976
	112986927
	1952
	0.047
	226286
	0.001
	0.45
	SPACA7

	All Samples, N=182, maxGap = 250

	5
	135415762
	135416613
	852
	-0.096
	96593
	3*E-05
	0.008
	VTRNA2-1

	6
	30094947
	30095570
	624
	0.026
	108443
	7*E-05
	0.019
	TRIM40

	6
	31650735
	31651283
	549
	-0.050
	110749
	2*E-04
	0.065
	LY6G5C

	6
	30039403
	30039476
	74
	0.067
	108310
	0.001
	0.252
	RNF39

	21
	35831871
	35832180
	310
	0.040
	311575
	0.003
	0.633
	KCNE1

	
	
	
	
	
	
	
	
	

	Hispanic Samples, N=143, maxGap = 2000

	6
	32063439
	32064842
	1404
	-0.034
	112031
	1*E-04
	0.11
	TNXB

	5
	135414858
	135416613
	1756
	-0.066
	96593
	3*E-04
	0.224
	VTRNA2-1

	1
	202172778
	202172912
	135
	0.097
	26276
	4*E-04
	0.271
	LGR6

	6
	31650735
	31651362
	628
	-0.042
	110750
	4*E-04
	0.301
	LY6G5C

	6
	29648225
	29648628
	404
	-0.067
	107976
	0.001
	0.409
	ZFP57

	Hispanic Samples, N=143, maxGap = 250

	6
	30094947
	30095570
	624
	0.032
	108443
	1*E-04
	0.045
	TRIM40

	5
	135415762
	135416613
	852
	-0.073
	96593
	0.001
	0.229
	VTRNA2-1

	6
	31650735
	31651151
	417
	-0.048
	110747
	0.001
	0.246
	LY6G5C

	3
	195489708
	195490169
	462
	-0.089
	72555
	0.001
	0.322
	MUC4

	6
	32063394
	32064212
	819
	-0.031
	112019
	0.002
	0.393
	TNXB

	
	
	
	
	
	
	
	
	

	Non-Hispanic White Samples, N=39, maxGap = 2000

	5
	135414858
	135416613
	1756
	-0.064
	96593
	3*E-04
	0.241
	VTRNA2-1

	21
	34405553
	34405997
	445
	0.113
	311362
	4*E-04
	0.289
	OLIG2

	8
	56985462
	56985462
	1
	0.251
	151839
	0.001
	0.572
	RPS20

	5
	178986131
	178986906
	776
	0.076
	102442
	0.002
	0.67
	RUFY1

	4
	57523826
	57523826
	1
	0.193
	79004
	0.002
	0.78
	HOPX

	Non-Hispanic White Samples, N=39, maxGap = 250

	5
	135415762
	135416613
	852
	-0.060
	96593
	0.002
	0.369
	VTRNA2-1

	6
	29895116
	29895260
	145
	0.066
	108110
	0.007
	0.796
	HLA-J

	20
	30134929
	30135362
	434
	-0.049
	305779
	0.007
	0.806
	MCTS2P

	3
	195489708
	195490169
	462
	0.056
	72555
	0.012
	0.937
	MUC4

	2
	27665017
	27665543
	527
	0.040
	35700
	0.013
	0.939
	KRTCAP3



