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Figure S1. Concordance plots demonstrating the similarity of the methylation profiles between Hispanic and non-Hispanic white populations.  The upper panels (Fig. S1A) show the regression coefficients for the most significantly changing CpG sites in the Hispanic samples only (i.e. p values calculated from Hispanic data only), and their corresponding coefficients in the non-Hispanic white samples.  Left-to-right depicts increasingly more significant CpG subsets as indicated above the graphs.  The lower panels (Fig. S1B) show similar analyses, but for the most significantly changing CpGs in the non-Hispanic white samples only.  In both sets, the % concordance and 2/Fisher’s exact significance demonstrate a high level of similarity between the ethnic groups, even with the small non-Hispanic white sample size (N=39). 
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A. CpG sites ranked from Hispanic sample data only
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B. CpG sites ranked from Non-Hispanic White sample data only
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