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Array names and grouping

ArrayDataFile SourceMName Factorvalue
GSM1223926_WIBR3-Mut2_4whk.CEL Array1 Group1
GSM1223925_WIBR3-Mut1_4whk.CEL Array2 Group1
GSM1223924_WIBR1-Mut_dwk.CEL Array3 Group
GEM1223923_WIBR3-Con2_4wk.CEL Arrayd Group
GEM1223922_WIBR3-Con1_4wk.CEL Arrays Group1
GSM1223921_WIBR1-Con_4wk.CEL Arrays Group
GSM1223920_WIBR3-Mut2_2whk.CEL Array7 Group2
GSM1223919_WIBR3-Mut1 _2wk.CEL Arrays Group2
GSM1223918_WIBR1-Mut_2wk.CEL Array® Group2
GSM1223917_WIBR3-Con2_2wk.CEL Array10 Group2
GEM1223916_WIBR3-Con1_2wk.CEL Array11 Group2
GSM1223915_WIBR1-Con_2wk.CEL Array12 Group2
GSM1223914_WIBR3-Mut2_NP.CEL Array13 Group3
GSM1223913_WIBR3-Mut1_NP.CEL Array14 Group3
GSM1223912_WIBR1-Mut_NP.CEL Array15 Group3
GSM1223911_WIBR3-Con2_NP.CEL Array16 Group3
GSM1223910_WIBR3-Con1_NP.CEL Array17 Group3
GSM1223909_WIBR1-Con_NP.CEL Array18 Group3




Mean Intensity : shifted and scaled
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affx controls

B Groupl
E Group2
B Group3

St

ol

glAeiy
L1 Reany
gl Aeuy
Gl Aeiy
¥ 1Ay
oLAeiy
2L Aewny
| LAeiy
oL Aeiy
gheuy
ghely
LRy
gfely
chely
pheuy
chely
2hely

LAy



Boxplot of raw intensities

Distributions should be comparable between arrays
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Density histogram of raw intensities

Curves should be comparable between arrays

Array1
Array?2

- Array3

Array4
Arrayb

- Array6

Array7
Array8

-+ Array9

Array10
Array11

= Array12

Array13
Array14

- Array15

Array16
Array17
Array18

log intensity

16




Array1 vs pseudo-median reference chip

Median: 0.0259
IQR: 0.3

Arrayd vs pseudo-median reference chip

MA plots of raw data 1/2

Array2 vs pseudo-median reference chip

Median: 0.0172
IQR: 0.329

ArrayT vs pseudo-median reference chip

Median: -0.0368
IQR: 0.273

Array10 vs pseudo-median reference chip

Median: -0.0057
IQR: 0.265

Array13 vs pseudo-median reference chip

Median: -0.0472
IQR: 0.29
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Array14 vs pseudo-median reference chip

Median: 0.00864
IQR: 0.263

Array3 vs pseudo-median reference chip

Median: 0.0831

IQR: 0.308
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Array6 vs pseudo-median reference chip

Median: -0.0561
|QR: 0.282

Array9 vs pseudo-median reference chip

Median: 0.0171
|QR: 0.26

Array12 vs pseudo-median reference chip

Median: 0.172
IQR: 0.278

Array15 vs pseudo-median reference chip

Median: -0.0753
IQR: 0.279
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Array16 vs pseudo-median reference chip

" Median: 0.0224

IQR: 0.2566

MA plots of raw data 2/ 2

Array17 vs pseudo-median reference chip
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2D virtual PLM image for model characteristic: resids 1 /3
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2D virtual PLM image for model characteristic: resids 2 /3
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2D virtual PLM image for model characteristic: resids 3 /3
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Relative Log Expression (RLE)

RLE distributions should be centered around 0
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PC2 (14.26%)

PC3 (12.58%)
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PCA analysis of Raw data
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Cluster dendrogram of raw data
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distance: Pearson
cluster method: ward



Pre-processing of Raw Data

Method: GCRMA
Annotation: primeview Hs ENSG




Boxplot after GCRMA

Distributions should be comparable between arrays
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Density histogram after GCRMA

Curves should be comparable between arrays

Array1
Array?2

- Array3

Array4
Arrayb

- Array6

Array7
Array8

-+ Array9

Array10
Array11

= Array12

Array13
Array14

- Array15

Array16
Array17
Array18

intensity

10

15




MA plots afterGCRMAnormalization 1/2

Array1 vs pseudo-median reference chip

Median: 0.000543
IQR: 0.219

Arrayd vs pseudo-median reference chip

Median: -0.0019
IQR: 0.269

ArrayT vs pseudo-median reference chip

Median: -0.0155
IQR: 0.201

Array10 vs pseudo-median reference chip

Median: -0.00199
IQR: 0.203

Array13 vs pseudo-median reference chip
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Array11 vs pseudo-median reference chip

Array12 vs pseudo-median reference chip
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Array14 vs pseudo-median reference chip

Array15 vs pseudo-median reference chip
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MA plots afterGCRMAnormalization 2 /2

Array17 vs pseudo-median reference chip

Array16 vs pseudo-median reference chip

Median: 0.00221
IQR: 0.242

Array18 vs pseudo-median reference c

hip

Median: 0.00677
1QR: 0.22

Median: 0.0195
IQR: 0.225




Density
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Array correlation plot
and Density Plot

after GCRMA normalization
correlation method: pearson
cluster method: ward
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PC2 (17.48%)

PC3 (10.45%)
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PCA analysis after GCRMA normalization

‘Arraw#
A Array3
& Array10
@ Array 11
A gy -y
b Array2 dh Array o A
Array3
rrayB W Array14
L B
I I I l
-100 -50 0 50
PC1 (24.77%)
B Array1 3‘ Array1
& Array 11
A A%g:;g @ Array10
Array8
u Aiuirﬁaya
A Arrays
| aAgRe
A Arral
Aﬁgﬁ‘ 12
A
| | | |
-50 0 50 100

PC2 (17.48%)

PC3 (10.45%)

% of total variance explained

0 20 40 60

-20

-60 40

15 20

10

A Array B A
@ Array11
Array7
Ak Array2 & Array10 g
Arrayd
A& Arraya W Array14
A Arrayg
WA
Ak Arrays
@2
A Array4
I ] I I
-100 -50 0 50

PC1 (24.77%)

& Groupt
=~ Group2
& Group3

i HDDDDDDDDDDD_

componenis



4 Groupt
4+ Group2
4 Group3

ghely

ey

| Aeiy

gfeuy

—
r‘ Zhely
r
L
_A
e

cheuy

» 2| feny

Cluster dendrogram of GCRMA normalized data
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