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Supplementary Figure S7. KEGG pathway enrichment for M.shigaense, M. triplex and M. tuberculosis.
Colour red means significant enrichment by up-regulated genes, and blue by down-regulated genes. Each score
represents minus base 10 logarithm of enrichment p-values. The UP_DOWN row means enrichment by up-
regulated genes (red) or down-regulated genes (blue).



