Table S2. Section comparison of different metrics of isotopic niche width for Common Terns estimated from stable isotope ratios (δ13C, δ15N) of blood samples.
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	TA
	SEAb
	SEAc
	S>S2
	S>S3

	Initial (S1)
	38.23
	5.34
	5.32
	0.90
	1

	Middle (S2)
	25.23
	4.25
	4.15
	
	1

	Final (S3)
	4.02
	0.86
	0.78
	-
	-


Convex hull total area (TA), Bayesian standard ellipse area (SEAb) and standard ellipse area corrected for small sample size (SEAc) are presented in ‰2. The probability resulting from the proportion of posterior draws of SEAb from one section (S) was higher than those from the other section during the non-breeding period is shown for statistical comparisons.

