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Abstract (Mandatory)
34923 observations on 171 predictor variables (vital signs, lab results, nursing assessments, demographics,…).  Response is time until adverse event, which is right censored for most observations.  Many variables are missing for many observations.

Availability (Mandatory)
Data cannot be made available.  It is electronic health data and thus must be protected.
Code to generate data from the simulation cases in the paper has been made available.

Description (Mandatory if data available)

Optional Information (complete as necessary) 
[bookmark: h.ahm44f8rl66]Code
Abstract (Mandatory)
R code with the main function “weibull.MCMC” to conduct the estimation if the model described in the paper, along with many other supporting functions.

Description (Mandatory)
Code is currently in a script file found in the supplementary file “jasa_code.zip” of the submitted manuscript.  Code will be uploaded to github.com if the manuscript is accepted.  The file sim_cases.R is an R script that can produce data from the simulation cases 1-4 in the paper, and shows the use of the estimation function “weibull.MCMC”.

[bookmark: h.bn0k2vepcyd1]Instructions for Use
Reproducibility (Mandatory)
The following instructions will create Table 1, cases 1-4, Figure 3, and Figure 4.
Execute “sim_cases.R case seed” for all combination of case = 1,2,3,4, and seed = 0,1,…,99.  This will create 400 files (100 for each simulation case).  Each simulation example will take about ~1-2 days to complete all of the estimation routines.  Batch/parallel computing is necessary. When all output files are created, run the commands in “summarize_sims.R” in an R terminal to produce the table and plots. Code for cases 5-8 cannot be executed because cases 5-8 make use of the raw electronic health record data, which cannot be shared.

Replication (Optional)
[bookmark: h.wh7p44l4mdrz]Notes
Other relevant information, in particular how to access the data and code if not yet made publicly available.
