Figure Legends
Supplementary figure 1: Tag-SNPs of ITGAV gene (chr2: positions 187,163,045 to 187,253,872) retrieved from the International HapMap Project for CEU population
(http://hapmap.ncbi.nlm.nih.gov, Release 27, Phase II+III, Feb09, on NCBI B36 assembly, dbSNP b126)
Supplementary figure 2: Tag-SNPs of ITGB8 gene (chr7: positions 20,337,250 to 20,421,903) retrieved from the International HapMap Project for CEU population (http://hapmap.ncbi.nlm.nih.gov, Release 27, Phase II+III, Feb09, on NCBI B36 assembly, dbSNP b126)
Supplementary figure 3: Pairwise LD between the studied IGTAV tag SNPs (rs3911239, rs3911238, rs7596996, rs7585471, rs4667108, rs9333290, rs7589470, rs7565633, rs2595389, rs12620821, rs11902171) and LD blocks (from left to right D’, r2 , GOLD heatmap)
Supplementary figure 4: Pairwise LD between the studied IGTB8 tag SNPs (rs206198, rs7456987, rs3757725, rs10251386, rs3807941, rs10239099, rs3757727, rs2107129, rs717861, rs752474, rs739752) and LD blocks (from left to right D’, r2 , GOLD heatmap)
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