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	Suppl. Table 1: Characteristics of ITGAV tag SNPs genotyped in the current study

	SNP
	rs number
	Chromosome position
	Gene position
	Function 
	MAF-CEU

	1.
	rs3911239
	187178556
	Intron 2-3
	no coding
	C (0.319)

	2.
	rs3911238
	187178589
	Intron 2-3
	no coding
	C (0.283)

	3.
	rs7596996
	187202672
	Intron 4-5
	no coding
	G (0.225)

	4.
	rs7585471
	187206807
	Intron 6-7
	no coding
	G (0.265)

	5.
	rs4667108
	187211471
	Intron 10-11
	no coding
	C (0.385)

	6.
	rs9333290
	187227583
	Intron 15-16
	no coding
	T (0.305)

	7.
	rs7589470
	187230651
	Intron 17-18
	no coding
	G (0.415)

	8.
	rs7565633
	187230926
	Intron 17-18
	no coding
	G (0.342)

	9.
	rs2595389
	187242428
	Intron 25-26
	no coding
	G (0.442)

	10.
	rs12620821
	187249563
	Intron 28-29
	no coding
	G (0.491)

	11.
	rs11902171
	187251472
	exon 30
	3’-UTR
	C (0.271)

	SNP, single nucleotide polymorphism; ITGAV, integrin AV; MAF, minor allele frequency; CEU, Utah residents with ancestry from northern and western Europe population.
















	Suppl. Table 2: Characteristics of ITGB8 tag SNPs genotyped in the current study

	SNP
	rs number
	Chromosome position
	Gene position
	Function 
	MAF-CEU 

	1.
	rs206198
	20338283
	Intron 1-2
	no-coding
	A (0.412)

	2.
	rs7456987
	20358821
	Intron 1-2
	no-coding
	G (0.464)

	3.
	rs3757725
	20361879
	Intron 1-2
	no-coding
	C (0.203)

	4.
	rs10251386
	20364432
	Intron 1-2
	no-coding
	C (0.279)

	5.
	rs3807941
	20368663
	Intron 1-2
	no-coding
	T (0.425)

	6.
	rs10239099
	20375399
	Intron 3-4
	no-coding
	C (0.347)

	7.
	rs3757727
	20378422
	Intron 3-4
	no-coding
	C (0.425)

	8.
	rs2107129
	20378725
	Intron 3-4
	no-coding
	C (0.407)

	9.
	rs717861
	20403818
	Intron 8-9
	no-coding
	T (0.402)

	10.
	rs752474
	20408988
	Intron 10-11
	no-coding
	G (0.492)

	11.
	rs739752
	20409153
	Intron 10-11
	no-coding
	T (0.259)

	SNP, single nucleotide polymorphism; ITGB8, integrin B8; MAF, minor allele frequency; CEU, Utah residents with ancestry from northern and western Europe population.






	Suppl. Table 3: Allelic and genotype frequencies of ITGAV tag-SNPs

	SNPs
	Genotypes/
Alleles
	
Whole sample
	
Favorable outcome
	
Unfavorable outcome

	
	
	n (%)
	n (%)
	n (%)

	rs3911239
	
	
	
	
	

	Genotype
	T/T
	154 (0.43)
	126 (0.45)
	28 (0.35)

	
	T/C
	172 (0.48)
	136 (0.48)
	36 (0.46)

	
	C/C
	35 (0.1)
	20 (0.07)
	15 (0.19)

	Allele 
	T
	480 (0.66)
	388 (0.69)
	92 (0.58)

	
	C
	242 (0.34)
	176 (0.31)
	66 (0.42)

	rs3911238
	
	
	
	

	Genotype
	G/G
	168 (0.47)
	132 (0.47)
	36 (0.46)

	
	G/C
	158 (0.44)
	122 (0.43)
	36 (0.46)

	
	C/C
	35 (0.1)
	28 (0.1)
	7 (0.09)

	Allele
	G
	494 (0.68)
	386 (0.68)
	108 (0.68)

	
	C
	228 (0.32)
	178 (0.32)
	50 (0.32)

	rs7596996
	
	
	
	

	Genotype
	A/A
	179 (0.49)
	148 (0.52)
	31 (0.39)

	
	A/G
	155 (0.43)
	122 (0.43)
	33 (0.42)

	
	G/G
	29 (0.08)
	14 (0.05)
	15 (0.19)

	Allele
	A
	513 (0.71)
	418 (0.74)
	95 (0.6)

	
	G
	213 (0.29)
	150 (0.26)
	63 (0.4)

	rs7585471
	
	
	
	

	Genotype
	A/A
	223 (0.63)
	168 (0.6)
	55 (0.72)

	
	A/G
	114 (0.32)
	96 (0.35)
	18 (0.24)

	
	G/G
	17 (0.05)
	14 (0.05)
	3 (0.04)

	Allele
	A
	560 (0.79)
	432 (0.78)
	128 (0.84)

	
	G
	148 (0.21)
	124 (0.22)
	24 (0.16)

	rs4667108
	
	
	
	

	Genotype
	T/T
	146 (0.4)
	110 (0.39)
	36 (0.46)

	
	T/C
	156 (0.43)
	132 (0.47)
	24 (0.3)

	
	C/C
	59 (0.16)
	40 (0.14)
	19 (0.24)

	Allele
	T
	448 (0.62)
	352 (0.62)
	96 (0.61)

	
	C
	274 (0.38)
	212 (0.38)
	62 (0.39)

	rs9333290
	
	
	
	

	Genotype
	G/G
	157 (0.44)
	120 (0.43)
	37 (0.47)

	
	G/T
	158 (0.44)
	134 (0.48)
	24 (0.3)

	
	T/T
	42 (0.12)
	24 (0.09)
	18 (0.23)

	Allele
	G
	472 (0.66)
	374 (0.67)
	98 (0.62)

	
	T
	242 (0.34)
	182 (0.33)
	60 (0.38)

	rs7589470
	
	
	
	

	Genotype
	A/A
	125 (0.35)
	88 (0.31)
	37 (0.47)

	
	A/G
	162 (0.45)
	144 (0.51)
	18 (0.23)

	
	G/G
	74 (0.2)
	50 (0.18)
	24 (0.3)

	Allele
	A
	412 (0.57)
	320 (0.57)
	92 (0.58)

	
	G
	310 (0.43)
	244 (0.43)
	66 (0.42)

	rs7565633
	
	
	
	

	Genotype
	A/A
	140 (0.39)
	110 (0.39)
	30 (0.38)

	
	A/G
	172 (0.48)
	142 (0.51)
	30 (0.38)

	
	G/G
	47 (0.13)
	28 (0.1)
	19 (0.24)

	Allele
	A
	452 (0.63)
	362 (0.65)
	90 (0.57)

	
	G
	266 (0.37)
	198 (0.35)
	68 (0.43)

	rs2595389
	
	
	
	

	Genotype
	T/T
	107 (0.3)
	80 (0.29)
	27 (0.36)

	
	T/G
	184 (0.52)
	154 (0.55)
	30 (0.39)

	
	G/G
	63 (0.18)
	44 (0.16)
	19 (0.25)

	Allele
	T
	398 (0.56)
	314 (0.56)
	84 (0.55)

	
	G
	310 (0.44)
	242 (0.44)
	68 (0.45)

	rs12620821
	
	
	
	

	Genotype
	A/A
	110 (0.31)
	80 (0.29)
	30 (0.42)

	
	A/G
	169 (0.48)
	142 (0.51)
	27 (0.38)

	
	G/G
	71 (0.2)
	56 (0.2)
	15 (0.21)

	Allele
	A
	389 (0.56)
	302 (0.54)
	87 (0.6)

	
	G
	311 (0.44)
	254 (0.46)
	57 (0.4)

	rs11902171
	
	
	
	

	
	G/G
	199 (0.56)
	154 (0.55)
	45 (0.57)

	Genotype
	G/C
	139 (0.39)
	108 (0.39)
	31 (0.39)

	
	C/C
	19 (0.05)
	16 (0.06)
	3 (0.04)

	Allele
	G
	537 (0.75)
	416 (0.75)
	121 (0.77)

	
	C
	177 (0.25)
	140 (0.25)
	37 (0.23)

	SNP, single nucleotide polymorphism; ITGAV, integrin AV;





	Suppl. Table 4: Allelic and genotype frequencies of ITGB8 tag-SNPs

	SNPs
	Genotypes/
Alleles
	
Whole sample
	
Favorable outcome
	
Unfavorable outcome

	
	
	n (%)
	n (%)
	n (%)

	rs206198
	
	
	
	
	

	Genotype
	G/G
	129 (0.37)
	110 (0.4)
	19 (0.24)

	
	G/A
	146 (0.42)
	110 (0.4)
	36 (0.46)

	
	A/A
	76 (0.22)
	52 (0.19)
	24 (0.3)

	Allele 
	G
	404 (0.58)
	330 (0.61)
	74 (0.47)

	
	A
	298 (0.42)
	214 (0.39)
	84 (0.53)

	rs7456987
	
	
	
	

	Genotype
	T/T
	115 (0.32)
	96 (0.34)
	19 (0.25)

	
	T/G
	169 (0.47)
	130 (0.46)
	39 (0.51)

	
	G/G
	74 (0.21)
	56 (0.2)
	18 (0.24)

	Allele 
	T
	399 (0.56)
	322 (0.57)
	77 (0.51)

	
	G
	317 (0.44)
	242 (0.43)
	75 (0.49)

	rs3757725
	
	
	
	

	Genotype
	G/G
	236 (0.66)
	182 (0.65)
	54 (0.68)

	
	G/C
	105 (0.29)
	84 (0.3)
	21 (0.27)

	
	C/C
	16 (0.04)
	12 (0.04)
	4 (0.05)

	Allele 
	G
	577 (0.81)
	448 (0.81)
	129 (0.82)

	
	C
	137 (0.19)
	108 (0.19)
	29 (0.18)

	rs10251386
	
	
	
	

	Genotype
	T/T
	171 (0.47)
	128 (0.45)
	43 (0.54)

	
	T/C
	157 (0.43)
	124 (0.44)
	33 (0.42)

	
	C/C
	35 (0.1)
	32 (0.11)
	3 (0.04)

	Allele 
	T
	499 (0.69)
	380 (0.67)
	119 (0.75)

	
	C
	227 (0.31)
	188 (0.33)
	39 (0.25)

	rs3807941
	
	
	
	

	Genotype
	C/C
	96 (0.27)
	84 (0.3)
	12 (0.15)

	
	C/T
	181 (0.5)
	132 (0.47)
	49 (0.62)

	
	T/T
	84 (0.23)
	66 (0.23)
	18 (0.23)

	Allele 
	C
	373 (0.52)
	300 (0.53)
	73 (0.46)

	
	T
	349 (0.48)
	264 (0.47)
	85 (0.54)

	rs10239099
	
	
	
	

	Genotype
	G/G
	155 (0.44)
	118 (0.42)
	37 (0.49)

	
	G/C
	160 (0.45)
	124 (0.44)
	36 (0.47)

	
	C/C
	41 (0.12)
	38 (0.14)
	3 (0.04)

	Allele 
	G
	470 (0.66)
	360 (0.64)
	110 (0.72)

	
	C
	242 (0.34)
	200 (0.36)
	42 (0.28)

	rs3757727
	
	
	
	

	Genotype
	T/T
	108 (0.3)
	84 (0.3)
	24 (0.3)

	
	T/C
	193 (0.54)
	144 (0.52)
	49 (0.62)

	
	C/C
	56 (0.16)
	50 (0.18)
	6 (0.08)

	Allele 
	T
	409 (0.57)
	312 (0.56)
	97 (0.61)

	
	C
	305 (0.43)
	244 (0.44)
	61 (0.39)

	rs2107129
	
	
	
	

	Genotype
	T/T
	110 (0.3)
	92 (0.33)
	18 (0.23)

	
	T/C
	179 (0.5)
	130 (0.46)
	49 (0.62)

	
	C/C
	72 (0.2)
	60 (0.21)
	12 (0.15)

	Allele 
	T
	399 (0.55)
	314 (0.56)
	85 (0.54)

	
	C
	323 (0.45)
	250 (0.44)
	73 (0.46)

	rs717861
	
	
	
	

	Genotype
	C/C
	130 (0.36)
	96 (0.34)
	34 (0.45)

	
	C/T
	173 (0.48)
	134 (0.47)
	39 (0.51)

	
	T/T
	57 (0.16)
	54 (0.19)
	3 (0.04)

	Allele 
	C
	433 (0.6)
	326 (0.57)
	107 (0.7)

	
	T
	287 (0.4)
	242 (0.43)
	45 (0.3)

	rs752474
	
	
	
	

	Genotype
	G/G
	79 (0.23)
	64 (0.23)
	15 (0.2)

	
	G/C
	198 (0.57)
	146 (0.53)
	52 (0.68)

	
	C/C
	73 (0.21)
	64 (0.23)
	9 (0.12)

	Allele 
	G
	356 (0.51)
	274 (0.5)
	82 (0.54)

	
	C
	344 (0.49)
	274 (0.5)
	70 (0.46)

	rs739752
	
	
	
	

	Genotype
	G/G
	215 (0.6)
	176 (0.63)
	39 (0.49)

	
	G/T
	124 (0.35)
	90 (0.32)
	34 (0.43)

	
	T/T
	18 (0.05)
	12 (0.04)
	6 (0.08)

	Allele 
	G
	554 (0.78)
	442 (0.79)
	112 (0.71)

	
	T
	160 (0.22)
	114 (0.21)
	46 (0.29)

	SNP, single nucleotide polymorphism; ITGB8, integrin B8;






