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[bookmark: _GoBack]Supplementary Figure 1. Differential expression among sample source (Model 1) of 93 genes (FDR < 0.6; non adjusted p-value < 0.005). Treatment groups included three different resistance levels from which samples were collected from: susceptible (S), intermediate (I), and resistant (R). Wheat head samples were collected in four different locations: Brownstown (1), Carmi (2), St. Jacob (3), and Savoy (4). Gene Set 1 contains genes over-expressed in the susceptible and under-expressed in the resistant wheat line while Sets 2 and 3 contain genes over-expressed in the resistant and under-expressed in the susceptible lines. A list of predicted effectors and predicted secreted genes are shown in SUPPLEMENTARY TABLE 1.

