[bookmark: _GoBack]Table S1 Primers for cloning of full-length cDNA coding for the B. improvisus WSP
homologues.


	
Pheromone
	
Fw primer ORF
	
Rev primer  ORF

	
Bi_WSP
	GGCACTCTCTCACCCGGCACC
	TGGCGTGTTTGTCCCGGAATCCT

	
Bi_WSP-like 2
	GACCCTCAGTCGTCACCATG
	ATCGTAACAACATCACACTGATG

	
Bi_WSP-like 3
	TATCCCGCGGCACCCAGCT
	GTGGAAGAGCTTGAAGAACTTCT

	
Bi_WSP-like 4
	GAGTCTCATCCTGAGCCGCCAC
	GTTCTGCGCGTGCTCTTCTGGAA

	
Bi_WSP-like 5
	GAGACCCGGGACCACCGCCAC
	GTGTCCAGTCTCCTTCATGCACCT

	
	
5´race primer touch-down
	
5´race primer nested

	
Bi_WSP-like 3
	GTGAGGTTCAGCGCTTGCTGTAG
	CGGTGTGCTGGAAGCGCTGGTA

	
	
3´race primer touch-down
	
3´race primer nested

	
Bi_WSP
	CAACGCCAAGTTTGTGGTGATGATC
	TCTTCGAGTCGCTGTCCGAGGAT

	
Bi_WSP-like 2
	CTTCTTCGGCATGTGGACGATACA
	ACACCTCGGACCTGCTGGTCACC

	
Bi_WSP-like 3
	GGCATCCACACGGAAGTCATCCT
	CGCTGTCGGAGGAAGAGGCAACTT

	
Bi_WSP-like 4
	CGAACACGACGACCGCCATCCTT
	GACTCCCATGGACACGACGATCA

	
Bi_WSP-like 5
	CCAGGAGTTTACACCGGCTAACAT
	CTTCCCACAATACTCGGGACTGTT






Table S2 The HMM scan scores for the predicted cupin_5 (PF06172.9) domains in the B. Improvisus proteins. The Pfam trusted cut-off is 25.0.



	
Query
	
E-value
	
Score

	
Bi_cupin
	
7.4e-12
	
45.4

	
Bi_WSP-like-5
	
4.7e-09
	
36.3

	
Bi_WSP-like-4
	
4.4e-07
	
30

	
Bi_WSP-like-1
	
6.1e-07
	
29.5

	
Bi_WSP-like-3
	
1.5e-05
	
25

	
Bi_WSP
	
2.6e-05
	
24.2

	
Bi_pb29993
	
1.5e-03
	
21.8

	
Bi_WSP-like-2
	
6.1e-03
	
19.8



Table S3 Pfam HMM scores for the predicted cupin_5 (PF06172) domains in the
Metazoan sequences


	
Protein names
	
Gene names
	
Organism
	
Phyllum
	
Length
	
E-value
	
Score

	
Uncharacterized protein
	
BV898_08968
	
Hypsibius dujardini (Water bear)
	
Tardigrada
	
188
	
7.8e-41
	
139,2

	
Uncharacterized protein
	
TRIADDRAFT_34849
	
Trichoplax adhaerens
	
Placozoa
	
165
	
2.4e-38
	
131,1

	
Uncharacterized protein
	
TRIADDRAFT_58537
	
Trichoplax adhaerens
	
Placozoa
	
165
	
4.1e-37
	
127,1

	
Uncharacterized protein
	
A0A1X7VUL2_AMPQE
	
Amphimedon queenslandica
(Sponge)
	
Porifera
	
176
	
1.3e-33
	
115,8

	
Predicted protein
	
v1g192342
	
Nematostella vectensis (Starlet sea anemone)
	
Cnidaria
	
181
	
1.9e-33
	
115,3

	
Uncharacterized protein
	
AWC38_SpisGene2473
	
Stylophora pistillata (Smooth cauliflower coral)
	
Cnidaria
	
357
	
2.4e-33
	
114,9

	
Uncharacterized protein
	
BRAFLDRAFT_110510
	
Branchiostoma floridae (Florida lancelet)
	
Chordata
	
173
	
1.8e-32
	
112,1

	
Uncharacterized protein
	
BRAFLDRAFT_65069
	
Branchiostoma floridae (Florida lancelet)
	
Chordata
	
329
	
6.8e-32
	
110,2

	
Predicted protein
	
v1g196994
	
Nematostella vectensis (Starlet sea anemone)
	
Cnidaria
	
177
	
7.6e-32
	
110,1

	
uncharacterized protein
LOC106173557
	
LOC106173557
	
Lingula unguis
	
Brachiopoda
	
361
	
1.6e-28
	
99,4

	
uncharacterized protein
LOC106151825
	
LOC106151825
	
Lingula unguis
	
Brachiopoda
	
361
	
2.1e-28
	
98,9

	
Uncharacterized protein
	
LOTGIDRAFT_205189
	
Lottia gigantea (Giant owl limpet)
	
Mollusca
	
170
	
1.6e-27
	
96,1

	
uncharacterized protein
LOC106157228
	
LOC106157228
	
Lingula unguis
	
Brachiopoda
	
447
	
2.5e-26
	
92,2

	
Predicted protein
	
v1g221823
	
Nematostella vectensis (Starlet sea anemone)
	
Cnidaria
	
118
	
1.8e-25
	
89,5

	
Uncharacterized protein
	
DAPPUDRAFT_230092
	
Daphnia pulex (Water flea)
	
Crustacean
	
250
	
3.8e-22
	
78,7

	
Ninjurin C*
	
APZ42_016754
	
Daphnia magna
	
Crustacean
	
349
	
1.3e-19
	
70,5

	
Uncharacterized protein
	
BRAFLDRAFT_123225
	
Branchiostoma floridae (Florida lancelet)
	
Chordata
	
112
	
1.4e-10
	
41,3


*Ninjurin C protein sequence contains two identified domains cupin_5 and ninjurin C





Figure S1 Sequence alignments of B. improvisus and B. amphitrite WSP homologues: (A) alignment used for the phylogenetic analysis; Clustal X colouring. (B) alignemnt with Zappo colouring showing physicochemical  properties of amino acids.
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Figure S2 Maximum-likelihood phylogenetic analysis with Gblocks (A) and without Gblocks (B) and branch support values using aLRT/SH-like, based on the alignment of the WSP homologues in B. improvisus and B. amphitrite in Figure S1A.
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