


Supplementary Figure 1. Phylogenetic tree of Sordariomycetes. Tree generated in Maximum Likelihood optimization from DNA sequences of 28S and RPB2 partial regions. Thickened branches indicate Bootstrap Support higher than 95 %.
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Supplementary   Figure   1 . Phylogenetic tree of Sordariomycetes. Tree generated in Maximum  Likelihood optimization from D NA sequences of 28S and RPB2 partial regions. Thickened  branches indicate Bootstrap Support higher than 95 %.    

