Time-course transcriptomic study of phenolic metabolism and P450 enzymes in Pinus massoniana Lamb. after feeding by Monochamus alternatus Hope.
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Table S1. Sequences for qRT-PCR primers

	Gene Name
	Gene description
	Primer sequence 5′-3′

	Unigene 17392 F
	phenylalanine ammonia-lyase
	5′-TGAAGAAGTGAAAGCGATGG-3′

	Unigene 17392 R
	
	5′-GCAGCAACGTCTGAGATTGT-3′

	Unigene 31137 F
	Chalone isomerase
	5′-GGAGGTGAGCTTCCTTTCAG-3′

	Unigene 31137 R
	
	5′-CTTCTTGACCATGGCAGCTA-3′

	Unigene 13917 F
	Chalcone synthase
	5′-ATGAGACGAGGAAAGCGTCT-3′

	Unigene 13917 R
	
	5′-AACCACTGTTTCGATGGTGA-3′

	Unigene 27370 F
	Chalcone synthase
	5′-ATCAAATCGAGGCCAAACTC-3′

	Unigene 27370 R
	
	5′-TGGTATTCCTCCCACTCTCC-3′

	[bookmark: _Hlk2754407]Unigene 17257 F
	Cinnamic acid 4-hydroxylase
	5′-CACCATCGGTAATGAGAACG-3′

	Unigene 17257 R
	
	5′-CGAATCCTACCAACCCACTT-3′

	Unigene 32239 F
	Cinnamic acid 4-hydroxylase
	5′-CTGGCAATGTCAGAGCAACT-3′

	Unigene 32239 R
	
	5′-AGCGAAGAGAGACAGAAGGC-3′

	Unigene 17425 F
	Cytochrome P450 
	5′-TAGGGCGAAATTTCAGTGTG-3′

	Unigene 17425 R
	
	5′-ATGATCTGAGCTCCATGCTG-3′

	Unigene 33890 F
	PREDICTED: Cytochrome P450 77A3
	5′-CGGGAAGAAACTGGAAGAAG-3′

	Unigene 33890 R
	
	5′-CCTGAGAATGGGCAAGAAAT-3′

	Unigene 51485 F
	Cytochrome P450
	5′-GGAGTTTCCGAACTCTGAGC-3′

	Unigene 51485 R
	
	5′-TTGACAACCACATGAACCAA-3′

	Unigene 33698 F
	Cytochrome P450 720B1
	5′-GTTCTCCAGCATCAGAACCA-3′

	Unigene 33698 R
	
	5′-CTACGGTGAACACCACCAAC-3′

	Unigene 9629 F
	Cytochrome P450 720B2
	5′-TGTCATTCCAAGAGGATGGA-3′

	Unigene 9629 R
	
	5′-CCATGGGTCAAACTTGAGTG-3′

	Unigene 7641 F
	Cytochrome P450 720B17v2
	5′-AAAGGATGGGTGGTCTTGG-3′

	Unigene 7641 R
	
	5′-CTTGATTTGGTTCCCATCG-3′

	Unigene 35291 F
	Cytochrome P450 724B1
	5′-GGATCTACTGCTGGGTGGAT-3′

	Unigene 35291 R
	
	5′-AAGTGCTCCTCCTTGTGCTT-3′

	Unigene 10834 F
	Cytochrome P450 90A20
	5′-CTTGGCTGTCAAGTTCCTCA-3′

	Unigene 10834 R
	
	5′-TGATTGCTTCATGCTCTTCC-3′

	Unigene 26811 F
	Cytochrome P450 750A1
	5′-TTGCAGCAAGAAATCGAATC-3′

	Unigene 26811 R
	
	5′-TTTCACGACACAATGGAGGT-3′

	Unigene 31628 F
	NADPH-Cytochrome P450 reductase
	5′-TGACGAGATACTCGCAGGTC-3′

	Unigene 31628 R
	
	5′-TCTCCACGGTGTTCGAATTA-3′

	Unigene 13982 F
	NADPH-Cytochrome P450 reductase
	5′-AAGAGCCGCACTTCAAGAAT-3′

	Unigene 13982 R
	
	5′-GCAAGAACAAGATCGGTCAA-3′

	Unigene 1215 F
	Cytochrome P450 94A2-like isoform 2
	5′-AGGTGGAGAACCCATTCAAG-3′

	Unigene 1215 R
	
	5′-GCCCACCTTCAGAGTAAAGC-3′

	Unigene 5520 F
	Cytochrome P450 78A4
	5′-GGAGGGAAGAAGAGGGAAAC-3′

	Unigene 5520 R
	
	5′-AATTCCACCCGAACTCTCTG-3′

	Unigene 12435 F
	Cytochrome P450 716B2
	5′-GGGAGAAGGTGATTGTGGAC-3′

	Unigene 12435 R
	
	5′-GAGCAGTGGGTTGACAAGAA-3′

	Unigene 3548 F
	Cytochrome P450 716B1
	5′-TGTATTTGTACGGGCCTTCA-3′

	Unigene 3548 R
	
	5′-GTGCAGCAGAGTCGCATATT-3′

	Unigene 15735 F
	Cytochrome P450 78A4
	5′-ATATCTCCGGAAACGACCTG-3′

	Unigene 15735 R
	
	5′-TGAATCAATTTAGCCACCCA-3′

	Unigene 11257 F
	Cytochrome P450 720B15
	5′-AGGCTCTTTCAAGCCCATTA-3′

	Unigene 11257 R
	
	5′-ATTCCATGGAGCTTCCTCTG-3′

	Unigene 17584 F
	Cytochrome P450 704C1
	5′-TACAGCCTTGGACAAGATGC-3′

	Unigene 17584 R
	
	5′-CATCAGCAACTGCAACCTTT-3′

	Unigene 21592 F
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	5′-TGAAGCACTGGGTAAGATGC-3′

	Unigene 21592 R
	
	5′-CACAGAATCGCCTTTCTTCA-3′



