ESM3. Species and codon in each sampling station. The biomass expressed in % of the total is reported for each codon 
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	Species
	Codons FG (%biomass)
	Species
	Codons FG (%biomass)

	2
	-
	-
	Dolichospermum spp. and Microcystis spp.
	H1 (83.6%) and M (16.4%)

	3
	Trachelomonas sp.1, Cryptomonas spp., Aulacoseira distans and Peridinium sp.2
	[bookmark: OLE_LINK1]W2 (38.9%), Y (36.2%), C (6.9%) and Lo (18,1%)
	-
	-

	4
	Chroomonas acuta, Peridinium s.p1, Microcystis aeruginosa and Mallomonas sp.
	X2 (69.6%), Lo (13.8%), M (8.8%) and E (7.8%)
	-
	-

	5
	Cryptomonas spp., Euglena caudata, Cryptomonas brasiliensis and Eunotia deficiens
	Y (58.8%), W1 (24%), X2 (10.2%) and MP (7%)
	-
	-

	9
	Aulacoseira granulata, Trachelomonas armata and Trachelomonas sp.1
	P (65.3%), W2 (34.6%)
	Dolichospermum spp., Aulacoseira herzogii, Aulacoseira granulata, Staurastrum leptocladum and Botryococcus terribiles
	H1 (38.8%), MP (25.9%) P (16.5%), F (11.4%) and N (7.4%)

	10
	Trachelomonas sp.1, Aulacoseira distans,Chroococcus sp1, Oedogonium sp.
	W2 (47.6%),C (23.1%), Lo (21.1) and Td (8.2%)
	Dolichospermum spp., Lepocinclis acus, and Euglena oxyuris
	W1 (50.8%) and H1 (49.2%),

	11
	Cryptomonas brasiliensis, Cryptomonas marssonii, Aulacoseira distan, Mallomonas sp. and Eutetramorus tetrasporus
	X2 (38.8%) and Y (33.8%), C (13.4), E (7.7) and F (6.3%)
	Dolichospermum spp.
	H1 (100%)

	12
	Trachelomonas sp.1, Botryococcus terribiles., Oscillatoria sp., Aulacoseira distans, Pseudanabaena balatonica. and Cryptomonas brasiliensis
	W2 (22.9%), F (21.7%), Mp (17.5%), C (14.2%), S1 (12.7%) and X2 (11%)
	Dolichospermum spp., Aulacoseira herzog, Microcystis wesenbergii. and Oscillatoria sp.1
	H1 (60.1%), MP (29.2%) and M (10.7%) 

	14
	Aulacoseira granulata, Dolichospermum sp. and Synedra sp.
	P (67%), H1 (24.9%), D (8.1%)
	Dolichospermum spp. and Surirella spp.
	H1 (68.8%) and MP (31.2%),

	15
	[bookmark: _GoBack]Euglena sp.1, Chroococcus sp.2, Aulacoseira distans, Trachelomonas sp.2 and Microcystis aeruginosa
	W1 (69.6%), Lo (10.8%), C (7.5%), W2 (6.3%), M (5.8%)
	Same as S2
	H1 (93.1%) and M (6.9%)

	16
	Ulnaria ulna, Cryptomonas marssonii, Eunotia deficiens and Euglena sp.1
	D (50.6%), Y (20.6%), Mp (15.1%) and W1 (13.7%)
	Dolichospermum spp., Volvox aureus. Trachelomonas hispida and Microcrocys pulchella
	H1 (51.1%), G (28.7%), W2 (13.5%) and M (6.7%)

	17
	Oedogonium sp., Trachelomonas sp.1 and Euglena sp.1
	Td (57%), W2 (25.5%) and W1 (17.5%)
	Euglena spp., Dolichospermum spp., Lepocinclis acus  and Trachelomonas hispida
	W1 (70.5%), H1 (22.5), W2 (6.9%)

	19
	Volvox aureus, Closterium sp.2, Cryptomonas marssonii, Eunotia deficiens and Trachelomonas volvocina
	G (55.7%), P (14.9%), Y (11.2%), Mp (10.5%) and W2 (7.6%)
	Same as S11
	H1 (100%)

	22
	Trachelomonas sp.1, Cryptomonas erosa, Aulacoseira distans, Closteriopsis acicularis, Peridinium sp.2 and Cryptomonas brasiliensis
	W2 (29.2), Y (23.1%), C (20.7%), P (10.4%), Lo (10.2%), X2 (6.5%)
	Same as S2
	H1 (73.3%) and M (26.7%)

	23
	Oedogonium sp.
Aulacoseira granulata, Westela botryoides  Aulacoseira distans and closterium
	Td (39.3%), P (42.1%), J (10.1%) and C (8.6%)
	Dolichospermum spp., Microcystis wesenbergii and Lepocinclis acus
	H1 (49.1%), M (38.2%) and W1 (12.7%)

	24
	Aulacoseira granulata, Cryptomonas spp., Tychonema sp., Microcystis aeruginosa and Aulacoseira distans
	P (32.2%), Y (23.3%), Mp (17.3%), M (17%), C (10.2%)
	Same as S2
	H1 (93.5%) and M (6.5%)

	25
	Cryptomonas curvata, Aulacoseira granulata and Botryococcus terribiles
	Y (58.7%), P (26.8%) and F (14.4%)
	Dolichospermum spp., Surirella spp., Oscillatoria sp.1 and Ulnaria ulna
	MP (76.1%) and H1 (23.9%)

	30
	Westela sp, Cryptomonas curvata, , Aulacoseira distans, , Trachelomonas verrucosa and Cryptomonas marssonii
	Y (41.5%), J (37.2%), C 15.3%) and W2 (5.9%)
	Dolichospermum spp., Surirella sp.1 and Lepocinclis acus
	H1 (55.9%), MP (29.1%), W1 (15%),

	31
	-
	-
	Dolichospermum spp. and Closterium sp.1
	H1 (91.4%) and P (8.6%)

	33
	Closterium spp. and Volvox aureus.
	P (51.7%) and G (48.3%)
	Dolichospermum spp. and Volvox aureus
	H1 (92.4%) and G (7.6%)

	37
	Oedogonium sp., Synedra goulardii, Aulacoseira granulata and Eunotia deficiens
	Td (41.3%), D (30.2%), P (14.4%) and Mp (14%)
	Same as S2
	H1 (74.9%) and M (25.1%)

	38
	Aulacoseira granulata, Melosira sp., Cryptomonas spp., and Botryococcus terribiles. 
	P (53.3%), Y (28.6%), F (18.1%)
	Same as S11
	H1(100%)

	39
	Euglena sp.1, Botryococcus sp., Peridinium sp1, Aulacoseira distans, Cryptomonas erosa  and Cryptomonas marssonii
	W1 (38.9%), F (21.4%), Lo (15.7%), Y (14.1%), C (10%)
	Same as S2
	H1 (84.5%) and M (15.5%)

	40
	Cryptomonas spp., Peridinium sp.1 and Aulacoseira distans
	Y(40.4%), Lo (40%) and C (19.6%)
	Dolichospermum spp. and Microcystis wesenbergii and Oscillatoria sp. 1
	H1 (86.2%), M (6.6%) and MP (7.2%)

	41
	Cryptomonas spp., Aulacoseira granulata and Limnothrix sp.1.
	Y (55.7%), P (25.7%), S1 (18.6%)
	Dolichospermum spp. and Desmidium sp.
	H1 76.5%), MP (23.5%)

	42
	Dolichospermum sp.1., Cryptomonas spp., Ulnaria ulna, Gomphonema affine and Trachelomonas volvocina
	H1 (37.6%), Y (31.3%), D (16.6%), Mp (7.8%), W2 (6.7%)
	Same as S2
	H1 (79.6%) and M (20.4%)

	43
	Volvox aureus, Closterium sp.1, Trachelomonas verrucosa, Euglena sp.1., Cryptomonas marssonii and Aulacoseira distans
	G (38.3%), P 20.5%), W2 (14.3%), W1 (13.2), Y (6.9%), C (6.8%)
	Same as S2
	H1 (81.6%) and M (18.4%)

	45
	-
	-
	Dolichospermum spp.,  Desmidium sp. and Microcystis aeruginosa
	H1 (81.3%), MP (12.5) and M (6.2%)

	49
	Oedogonium sp., Microcystis aeruginosa and Cosmarium pyramidatum
	Td (47.9%), M (32%), N (20.2%)
	
	




