[bookmark: _GoBack]Suppl. Table 2: Publications on Alzheimer’s disease (AD)


	Title
	Year
	Author
	Method
	Sample

	AD pathology and the CSF proteome
	2018
	Dayon et al. 
	LC-MS/MS
	Ante-mortem CSF

	Label-free quantitative comparison of cerebrospinal fluid glycoproteins and endogenous peptides in subjects with Alzheimer's disease, mild cognitive impairment, and healthy individuals
	2016
	Wang et al.
	LC-MS/MS, 
	Ante-mortem CSF

	A targeted proteomic multiplex CSF assay identifies increased malate dehydrogenase and other neurodegenerative biomarkers in individuals with Alzheimer's disease pathology
	2016
	Paterson et al. 
	Targeted proteomics (MRM)
	Ante-mortem CSF

	Identification of novel CSF biomarkers for neurodegeneration and their validation by a high-throughput multiplexed targeted proteomic assay 

	2015
	Heywood
	Targeted proteomics (MRM)
	Ante-mortem CSF

	Identification of SPARC-like 1 protein as part of a biomarker panel for Alzheimer's disease in cerebrospinal fluid
	2012
	Vafadar-Isfahani et al.
	MALDI-TOF/TOF MS
	Ante-mortem CSF

	Proteomic analysis of Alzheimer’s disease cerebrospinal fluid from neuropathologically diagnosed subjects
	2009
	Maarouf et al. 
	2D DIGE MS/MS
	Immediate post-mortem CSF samples

	A novel panel of cerebrospinal fluid biomarkers for the differential diagnosis of Alzheimer's disease versus normal aging and fronto-temporal dementia
	2007
	Simonsen et al.
	SELDI-TOF MS
	Ante-mortem CSF

	Identification and validation of novel CSF biomarkers for early stages of Alzheimer's disease
	2007
	Hu et al.
	2D DIGE
	Ante-mortem CSF

	Detection of biomarkers with a multiplex quantitative proteomic platform in cerebrospinal fluid of patients with neurodegenerative disorders
	2006
	Abdi et al.
	LC-MS/MS
	Ante-mortem CSF

	Quantitative proteomics of cerebrospinal fluid from patients with Alzheimer disease
	2005
	Zhang et al.
	LC-MS/MS
	Ante-mortem CSF

	Proteomic studies of potential cerebrospinal fluid protein markers for Alzheimer's disease
	2003
	Puchades et al.
	2DE MS
	Ante-mortem CSF

	Proteomics Analysis of Blood Serums from Alzheimer’s Disease Patients Using iTRAQ Labeling Technology
	2017
	Shen et al.
	LC-MS/MS
	Serum

	Plasma protein profiling of Mild Cognitive Impairment and Alzheimer's disease using iTRAQ quantitative proteomics
	2014
	Song et al.
	LC-MS/MS
	Plasma

	Lymphocyte mitochondria: toward identification of peripheral biomarkers in the progression of Alzheimer disease
	2013
	Sultana et al.
	2D-PAGE, LC-MS/MS
	Lymphocyte mitochondria isolated from blood samples

	Plasma levels of complement 4a protein are increased in Alzheimer's disease
	2012
	Bennet et al.
	LC-MS/MS
	Plasma

	Proteomic identification and early validation of complement 1 inhibitor and pigment epithelium-derived factor: Two novel biomarkers of Alzheimer's disease in human plasma
	2008
	Cutler et al.
	LC-MS/MS
	Plasma

	Proteomics analysis of plasma for potential biomarkers in the diagnosis of Alzheimer's disease
	2007
	Liao et al.
	2DE, LC-MS/MS
	Plasma

	Proteome-based plasma biomarkers for Alzheimer’s disease
	2006
	Hye et al.
	2D DIGE
	Plasma

	Proteomic identification of lower apolipoprotein A-I in Alzheimer's disease
	2006
	Liu et al
	2DE, LC-MS/MS
	Serum

	Integrated proteomics and network analysis identifies protein hubs and network alterations in AD
	2018
	Zhang et al.
	LC-MS/MS
	Frontal cortex

	Common proteomic profiles of induced pluripotent stem cell-derived three-dimensional neurons and brain tissue from Alzheimer patients
	2018
	Chen et al.
	LC-MS/MS
	Superior frontal cortex, inferior frontal cortex, cerebellum

	Olfactory bulb neuroproteomics reveals a chronological perturbation of survival routes and a disruption of prohibitin complex during Alzheimer’s disease progression
	2017
	Lachén-Montes et al.
	LC-MS/MS
	Olfactory bulb

	A multi-network approach identifies protein specific co-expression in asymptomatic and symptomatic AD
	2017
	Seyfried et al.
	LC-MS/MS
	Not specified

	﻿Changes in the detergent-insoluble brain proteome linked to amyloid and tau in Alzheimer’s Disease progression
	2016
	Hales et al.
	LC-MS/MS
	Middle frontal gyrus, sarkosyl preparation

	Proteins that mediate protein aggregation and cytotoxicity distinguish Alzheimer's hippocampus from normal controls
	2016
	Ayyadevara et al.
	LC-MS/MS
	Hippocampus

	Identification of proteins that are differentially expressed in brains with Alzheimer's disease using iTRAQ labelling and tandem mass spectrometry
	2016
	Minjarez et al.
	LC-MS/MS
	Not specified

	SWATH analysis of the synaptic proteome in Alzheimer's disease
	2015
	Chang et al.
	LC-MS/MS SWATH
	Hippocampus, primary motor cortex, synaptosome preparation

	Quantification of the brain proteome in AD using multiplexed mass spectrometry
	2013
	Musunuri et al.
	LC-MS/MS
	Temporal neocortex

	Differential Expression of Proteins in Brain Regions of Alzheimer’s Disease Patients
	2013
	Zahid et al.
	2DE, LC-MS/MS
	Hippocampus, substantia nigra, cortex.

	Proteomic analysis of postsynaptic density in Alzheimer's disease
	2013
	Zhou et al.
	LC-MS/MS
	Cortex, post synaptic density preparation

	Quantitative proteomic analysis of human substantia nigra in Alzheimer's disease, Huntington's disease and Multiple sclerosis
	2012
	Chen et al
	LC-MS/MS
	Substantia nigra

	Label-free quantitative LC-MS proteomics of Alzheimer's disease and normally aged human brains
	2012
	Andreev et al.
	LC-MS/MS
	Temporal cortex

	Proteomics analysis of the Alzheimer's disease hippocampal proteome
	2007
	Sultana et al.
	2DE, LC-MS
	Hippocampus
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