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	Primer name
	Direction
	Reaction
	Reference

	ALG1
	forward
	amplification of 18S rRNA first part; sequencing
	Andreoli et al., 1999a

	ALG5
	reverse
	amplification of 18S rRNA first part; sequencing
	Andreoli et al., 1999a

	Euk528F
	forward
	amplification of 18S rRNA second part; sequencing
	Edgcomb et al., 2002b

	EukB
	reverse
	amplification of 18S rRNA second part; sequencing
	Medlin et al., 1988c

	Euk1209F
	forward
	sequencing
	Giovannoni et al., 1988d

	U1391R
	reverse
	sequencing
	Dawson & Pace, 2002e

	CoccoF1
	forward
	sequencing
	this study

	CoccoR1
	reverse
	sequencing
	this study
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