SUPPLEMENTARY TABLE 1. Haplotypes revealed among ITS sequences (both variants detected in mixed reads counted as independent haplotypes); the most divergent haplotype ITS-27 characteristic for outgroup Plagiostoma aesculi (GenBank no. DQ313557) is not presented.

	Haplotypes
	Rel.
freq.
	GenBank
accession nos.
	
	Alignment positions

	
	
	
	
	61
	94
	109-115
	124
	141
	145
	153
	159-163
	167
	186
	191
	226-233
	235
	236
	237
	413
	444
	446
	453
	500
	508
	509
	531
	550-555

	Haplotype ITS-1a
	83
	KX776422
	A. errabunda
	T
	T
	AAAA---
	C
	T
	-
	T
	-TC--
	G
	T
	C
	AAAAAA--
	A
	T
	A
	A
	C
	A
	C
	T
	T
	T
	G
	CCCCC-

	Haplotype ITS-2b
	187
	KX776423
	
	C
	T
	AAAA---
	C
	T
	-
	T
	-TC--
	G
	T
	C
	AAAAAA--
	A
	T
	A
	A
	C
	A
	C
	T
	T
	T
	G
	CCCCC-

	Haplotype ITS-3c
	3
	KX776424
	
	C
	T
	AAAA---
	C
	C
	-
	T
	-TC--
	G
	T
	C
	AAAAAA--
	A
	T
	A
	A
	C
	A
	C
	T
	T
	T
	G
	CCCCC-

	Haplotype ITS-4
	1
	KX776425
	
	C
	T
	AAAA---
	C
	T
	-
	T
	-TC--
	G
	T
	C
	AAAAAA--
	A
	T
	A
	A
	C
	A
	C
	T
	G
	T
	G
	CCCCC-

	Haplotype ITS-5d
	49
	KX776426
	
	C
	T
	AAAA---
	C
	T
	-
	T
	-TC--
	G
	T
	G
	AAAAAA--
	A
	T
	A
	A
	C
	A
	C
	T
	T
	T
	G
	CCCCC-

	Haplotype ITS-6
	1
	KX776427
	
	T
	T
	AAAA---
	C
	T
	-
	T
	-TC--
	G
	T
	C
	AAAAAA--
	A
	T
	A
	A
	C
	A
	C
	C
	T
	T
	G
	CCCCC-

	Haplotype ITS-7
	1
	KX776428
	
	C
	G
	AAAA---
	C
	T
	-
	T
	-TC--
	G
	T
	C
	AAAAAA--
	A
	T
	A
	A
	C
	A
	C
	T
	T
	T
	G
	CCCCC-

	Haplotype ITS-8
	4
	KX776429
	
	C
	T
	AACA---
	C
	T
	-
	T
	-TC--
	G
	T
	C
	AAAAAA--
	A
	T
	A
	A
	C
	A
	C
	T
	T
	T
	G
	CCCCC-

	Haplotype ITS-9
	5
	KX776430
	
	C
	T
	AAAA---
	C
	T
	-
	T
	-TC--
	A
	T
	C
	AAAAAA--
	A
	T
	A
	A
	C
	A
	C
	T
	T
	T
	G
	CCCCC-

	Haplotype ITS-10
	9
	KX776431
	
	C
	T
	AAAA---
	C
	T
	-
	T
	-TC--
	A
	T
	G
	AAAAAA--
	A
	T
	A
	A
	C
	A
	C
	T
	T
	T
	G
	CCCCC-

	Haplotype ITS-11
	1
	KX776432
	
	C
	T
	AAAA---
	C
	T
	-
	T
	-TC--
	G
	T
	C
	AAAAAA--
	A
	T
	A
	A
	C
	A
	C
	T
	T
	A
	G
	CCCCC-

	Haplotype ITS-12
	1
	KX776433
	
	C
	T
	AAAA---
	C
	T
	-
	T
	-TC--
	G
	T
	C
	AAAAAA--
	A
	T
	A
	A
	T
	A
	C
	T
	T
	T
	G
	CCCCC-

	Haplotype ITS-13
	5
	KX776434
	
	C
	T
	AAAA---
	C
	T
	-
	T
	-TC--
	G
	T
	G
	AAAAAA--
	A
	T
	G
	A
	C
	A
	C
	T
	T
	T
	G
	CCCCC-

	Haplotype ITS-14
	1
	KX776435
	
	C
	T
	AAAA---
	T
	T
	-
	T
	-TC--
	G
	T
	C
	AAAAAA--
	A
	T
	A
	A
	C
	A
	C
	T
	T
	T
	G
	CCCCC-

	Haplotype ITS-15e
	28
	KX776436
	A. veneta
	C
	T
	AAAA---
	CC
	T
	-
	T
	-TC--
	G
	T
	C
	AAAAAAA-
	A
	T
	A
	A
	C
	A
	C
	T
	T
	T
	C
	CCCCC-

	Haplotype ITS-16f
	9
	KX776437
	
	C
	T
	AAAA---
	C
	T
	-
	T
	-TC--
	G
	T
	C
	AAAAAAAA
	A
	T
	A
	A
	C
	A
	C
	T
	T
	T
	G
	CCCCC-

	Haplotype ITS-17g
	3
	KX776438
	
	C
	T
	AAAA---
	C
	T
	-
	T
	-TC--
	G
	T
	C
	AAAAAAA-
	A
	T
	A
	A
	C
	A
	C
	T
	T
	T
	G
	CCCCC-

	Haplotype ITS-18
	1
	KX776439
	
	C
	T
	AAAA---
	C
	T
	-
	T
	-TC--
	G
	T
	C
	AAAAAAAA
	A
	T
	A
	A
	C
	A
	C
	T
	T
	T
	C
	CCCCC-

	Haplotype ITS-19
	1
	KX776440
	
	C
	T
	AAAA---
	C
	T
	-
	T
	-TC--
	G
	T
	C
	AAAAAA--
	A
	T
	A
	A
	C
	A
	C
	T
	T
	T
	C
	CCCCC-

	Haplotype ITS-20h
	3
	KX776441
	
	C
	T
	AAAA---
	C
	T
	-
	T
	-TC--
	G
	T
	C
	AAAAAAA-
	A
	T
	C
	A
	C
	A
	C
	T
	T
	T
	C
	CCCCC-

	Haplotype ITS-21i
	6
	KX776442
	A. hystrix
	C
	T
	AAAAAAA
	C
	T
	C
	-
	CTA--
	G
	T
	C
	AAAAAA--
	T
	A
	A
	A
	C
	T
	A
	T
	T
	T
	G
	CCCCCC

	Haplotype ITS-22j
	10
	KX776443
	
	C
	T
	AAAAAA-
	C
	T
	C
	-
	CTA--
	G
	T
	C
	AAAAAA--
	T
	A
	A
	A
	C
	T
	A
	T
	T
	T
	G
	CCCCCC

	Haplotype ITS-23
	1
	KX776444
	
	C
	T
	AAAAAAA
	C
	T
	C
	-
	CTA--
	G
	T
	C
	AAAAAA--
	T
	A
	A
	C
	C
	T
	A
	T
	T
	T
	G
	CCCCCC

	Haplotype ITS-24
	5
	KX776445
	
	C
	T
	AAAAAA-
	C
	T
	C
	-
	CTA--
	G
	C
	C
	AAAAAA--
	T
	A
	A
	A
	C
	T
	A
	T
	T
	T
	G
	CCCCCC

	Haplotype ITS-26k
	2
	DQ313549
	
	C
	T
	AAAAAA-
	C
	T
	G
	T
	CTAGC
	A
	T
	C
	AAAAAA--
	
	A
	
	A
	C
	T
	A
	T
	T
	T
	G
	CCCCCC



[bookmark: _GoBack]References a – k list accession numbers of sequences obtained by Sogonov et al. (2007,2008), Scholtysik et al. (2013) and Vu et al. (2019) included in haplotype statistics (relative frequency): a – includes DQ313526; b – includes DQ313524, DQ313525, DQ313527 – DQ313530, DQ313540, DQ313542, DQ313545, DQ313548, DQ994612, and DQ994613; c – includes DQ313541;d – includes DQ313554 – DQ313556; e – includes DQ313531 – DQ313539, DQ313544, DQ313546, DQ313547, DQ994610, DQ994611; f – includes DQ313551 – DQ313553; g – includes DQ313550; g – includes DQ313543; i – includes EU255012, EU255018, EU255032, HQ414605, MH860273; j – includes EU255014, EU255016, EU255021, EU255022, EU255026; k – haplotype not found in our study (includes: DQ313549, EU255013 – Sogonov et al. 2007, 2008).
