SUPPLEMENTARY TABLE 2. Haplotypes revealed among CAL sequences (both variants detected in mixed reads counted as independent haplotypes); the most divergent haplotype CAL-19 characteristic for outgroup Plagiostoma aesculi (GenBank no. DQ313587) is not presented. 

	Haplotypes /
no. of site
	Rel.
freq.
	GenBank
accession nos.
	
	Alignment positions

	
	
	
	
	6
	24
	27
	33
	36
	38
	39
	42
	50
	53
	57
	64
	66
	80
	84
	88
	93
	102
	127
	129
	135
	148
	154
	155
	162
	166
	171
	174
	176
	180
	187
	188
	192
	205
	210
	211
	226
	227
	235
	246
	251
	294
	297
	321
	392
	395
	396
	401
	402
	403
	419
	420
	424
	425
	442
	459

	Haplotype CAL-1
	1
	KX811091
	A. errabunda complex
	G
	T
	G
	T
	T
	T
	A
	G
	T
	T
	C
	C
	C
	C
	–
	G
	A
	G
	C
	C
	G
	G
	A
	A
	G
	C
	G
	C
	C
	T
	G
	C
	G
	C
	-
	-
	T
	A
	T
	C
	G
	G
	T
	C
	C
	C
	G
	C
	C
	C
	C
	C
	T
	A
	C
	C

	Haplotype CAL-2a
	116
	KX811092
	
	G
	T
	C
	T
	T
	T
	A
	G
	T
	T
	C
	C
	C
	C
	–
	G
	A
	G
	C
	C
	G
	G
	A
	A
	G
	C
	G
	C
	C
	T
	G
	C
	G
	C
	-
	-
	T
	A
	T
	C
	G
	G
	T
	C
	C
	C
	G
	C
	C
	C
	C
	C
	T
	A
	C
	C

	Haplotype CAL-3
	1
	KX811093
	
	G
	T
	C
	T
	T
	T
	A
	A
	T
	T
	C
	C
	C
	C
	–
	G
	A
	G
	C
	C
	G
	G
	A
	A
	G
	C
	G
	C
	C
	T
	G
	C
	G
	C
	-
	-
	T
	A
	T
	C
	G
	G
	T
	C
	C
	C
	G
	C
	C
	C
	C
	C
	T
	A
	C
	C

	Haplotype CAL-4
	9
	KX811094
	
	G
	T
	C
	T
	T
	T
	A
	G
	T
	T
	C
	C
	C
	C
	–
	G
	A
	G
	C
	C
	G
	G
	A
	A
	G
	C
	G
	C
	C
	T
	G
	C
	G
	C
	-
	-
	T
	A
	T
	C
	G
	G
	T
	C
	C
	C
	G
	C
	C
	C
	C
	C
	T
	A
	T
	C

	Haplotype CAL-5b
	136
	KX811095
	
	G
	T
	C
	T
	T
	T
	A
	G
	T
	T
	C
	C
	C
	C
	–
	G
	A
	G
	C
	C
	G
	G
	A
	A
	G
	C
	G
	A
	C
	T
	G
	C
	G
	C
	-
	-
	T
	A
	T
	C
	G
	G
	T
	C
	C
	C
	G
	C
	C
	C
	C
	C
	T
	A
	C
	C

	Haplotype CAL-6
	1
	KX811096
	
	G
	T
	C
	T
	T
	T
	A
	G
	T
	T
	C
	C
	C
	C
	–
	G
	A
	G
	C
	C
	G
	G
	A
	A
	G
	C
	G
	C
	C
	T
	G
	C
	G
	C
	-
	-
	T
	A
	T
	C
	G
	G
	T
	C
	C
	C
	G
	C
	C
	C
	T
	T
	T
	A
	C
	C

	Haplotype CAL-7
	1
	KX811097
	
	G
	T
	C
	T
	T
	T
	A
	G
	T
	T
	C
	C
	C
	C
	–
	G
	A
	G
	C
	C
	G
	G
	A
	A
	G
	C
	G
	C
	C
	T
	G
	C
	G
	C
	-
	-
	T
	A
	T
	C
	C
	G
	T
	C
	C
	C
	G
	C
	C
	C
	C
	C
	T
	A
	C
	C

	Haplotype CAL-8
	2
	KX811098
	
	G
	T
	C
	T
	T
	T
	A
	G
	T
	T
	C
	C
	C
	C
	–
	G
	A
	G
	C
	C
	G
	T
	A
	A
	G
	C
	G
	A
	C
	T
	G
	C
	G
	C
	-
	-
	T
	A
	T
	C
	G
	G
	T
	C
	C
	C
	G
	C
	C
	C
	C
	C
	T
	A
	C
	C

	Haplotype CAL-9
	2
	KX811099
	
	G
	T
	C
	T
	T
	T
	A
	G
	T
	T
	C
	C
	C
	C
	–
	G
	A
	G
	C
	C
	G
	G
	A
	A
	G
	C
	G
	A
	T
	T
	G
	C
	G
	C
	-
	-
	T
	A
	T
	C
	G
	G
	T
	C
	C
	C
	G
	C
	C
	C
	C
	C
	T
	A
	C
	C

	Haplotype CAL-10
	1
	KX811100
	
	G
	T
	C
	T
	T
	T
	A
	G
	T
	T
	C
	C
	C
	C
	–
	G
	A
	A
	C
	C
	G
	G
	A
	A
	G
	C
	G
	C
	C
	T
	G
	C
	G
	C
	-
	-
	T
	A
	T
	C
	G
	G
	T
	C
	C
	C
	G
	C
	C
	C
	C
	C
	T
	A
	C
	C

	Haplotype CAL-11
	1
	KX811101
	
	G
	T
	C
	T
	T
	T
	A
	G
	T
	T
	C
	C
	C
	C
	–
	G
	A
	G
	C
	C
	G
	G
	A
	A
	G
	C
	G
	A
	T
	T
	G
	C
	A
	C
	-
	-
	T
	A
	T
	C
	G
	G
	T
	C
	C
	C
	G
	C
	C
	C
	C
	C
	T
	A
	C
	C

	Haplotype CAL-12c
	1
	DQ313612
	
	G
	T
	C
	T
	T
	T
	A
	G
	T
	T
	C
	C
	A
	C
	–
	G
	A
	G
	C
	C
	G
	G
	A
	A
	G
	C
	G
	C
	C
	T
	G
	C
	G
	C
	-
	-
	T
	A
	T
	T
	G
	G
	T
	C
	C
	C
	G
	C
	C
	C
	C
	C
	T
	A
	C
	C

	Haplotype CAL-13d
	40
	KX811102
	A. veneta
	G
	T
	C
	T
	T
	C
	A
	G
	T
	T
	C
	C
	C
	C
	–
	G
	A
	G
	C
	C
	G
	G
	A
	A
	G
	C
	A
	C
	C
	T
	G
	C
	G
	C
	-
	-
	T
	A
	T
	C
	G
	G
	T
	C
	C
	C
	G
	C
	C
	C
	C
	C
	T
	A
	C
	C

	Haplotype CAL-14
	10
	KX811103
	A. hystrix
	G
	C
	C
	C
	C
	T
	C
	G
	-
	C
	T
	T
	C
	T
	G
	A
	–
	G
	T
	G
	A
	G
	G
	G
	A
	T
	G
	T
	T
	C
	-
	-
	G
	T
	-
	-
	T
	G
	G
	C
	G
	A
	C
	T
	G
	A
	A
	T
	T
	T
	C
	C
	A
	G
	C
	C

	Haplotype CAL-15
	1
	KX811104
	
	G
	C
	C
	C
	C
	T
	C
	G
	-
	C
	T
	T
	C
	T
	G
	A
	–
	G
	T
	G
	A
	G
	G
	G
	A
	T
	G
	T
	T
	C
	-
	-
	G
	T
	C
	A
	T
	G
	G
	C
	G
	A
	C
	T
	G
	A
	A
	T
	T
	T
	C
	C
	A
	G
	C
	C

	Haplotype CAL-18
	1
	DQ313588
	
	C
	T
	C
	C
	C
	T
	C
	G
	–
	C
	T
	T
	C
	T
	G
	A
	–
	G
	T
	G
	A
	G
	T
	G
	A
	T
	G
	C
	T
	C
	–
	–
	G
	C
	–
	–
	C
	A
	G
	C
	G
	A
	C
	C
	G
	A
	A
	T
	T
	C
	C
	C
	A
	G
	C
	T



[bookmark: _GoBack]References a – e list accession numbers of sequences obtained by Sogonov et al. (2007) included in haplotype statistics (relative frequency): a – includes DQ313590, DQ313601 – DQ313604, DQ313611, DQ313612, and DQ313615; b – includes DQ313594 – DQ313597, DQ313615, and DQ313616; c – haplotype not found in our study (DQ313612 – Sogonov et al. 2007); d – includes DQ313591 – DQ313593, DQ313598 – DQ313600, DQ313605 – DQ313610, DQ313614, DQ994614, DQ994615; e – haplotype not found in our study (DQ313588 – Sogonov et al. 2007).
