	HSV Glycoprotein
	Human Protein with Maximum Identity
	Accession ID
	Query Cover
	E value
	Identity

	Glycoprotein B39
	glycoprotein B
	AMD82169.1


	77%
	3e-77
	26.41%

	Glycoprotein E
	triple functional domain protein isoform X6
	XP_016865291.1
	10%
	2.9
	38.46%

	
Glycoprotein D
	Chain A, Glycoprotein D 
	1JMA_A
	72%
	0.0
	99.65%

	Glycoprotein C
	No significant similarity was found with entire human proteome

	Glycoprotein G
	No significant similarity was found with entire human proteome

	Envelope protein UL45
	No significant similarity was found with entire human proteome
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