	Primers
	Sequence 5’  3’
	Bp
	Tm

	Nr3c1 Forward
	CAG AGA ATG TCT CTA CCC TG
	20
	56.4

	Nr3c1 Reverse
	CTT AGG AAC TGA GGA GAG AAG
	21
	56.4

	Mcr2 Forward
	AGA AAC TGG ATC CTT CCG
	18
	59..2

	Mcr2 Reverse
	TGG TGT GTT CAT ACG AAT TG
	20
	59.5

	POMC Forward
	AAC GCC ATC ATC AAG AAC
	18
	58.6

	POMC Reverse
	AAG GTT TTA TTT CCT AAC TAC AG
	23
	54.3

	β – actin Forward
	CTA AGG CCA ACC GTG AAA AGA 
	21
	58.6

	β – actin Reverse
	ACA ACA CAG CCT GGA TGG CAT 
	21
	59.2


Supplementary table 1. Rat specific primers used in qPCR.  

[bookmark: _GoBack]A: Adenosine, C: Cytosine, G: Guanine, T: Thymine, Bp: base pairs, Tm: melting temperature.





















Supplementary table 2. Characteristics of the subjects grouped by miR-146a genotype: GG and GC/CC.
	
	
GG
	
GC/CC

	
Sum

	
Subjects (%)

	
623
	
373
	
996

	NRS, mean±SEM

	2.56 ± 0.09
	2.42 ± 0.12
	

	NAQ, mean±SEM

	1.18 ± 0.01
	1.20 ± 0.019
	

	Age, mean±SEM 

	45.03 ± 0.41
	44.45 ± 0.52
	

	Male/female

	311/312
	161/212
	

	Tobacco

	120
	90
	

	Education†

	56/183/199/185
	28/115/130/100
	





















 † Secondary school or less/High school/University 4 years or less/University 4 years or more 














Supplementary table 3. Characteristics of the subjects grouped by miR-30c genotype: AA, AG and GG. 
	
	
AA
	
AG

	
GG
	
Sum

	Subjects (%)
	354
	436
	141
	931

	NRS, mean±SEM

	2.51 ± 0.12
	2.48 ± 0.11
	2.67 ± 0.19
	

	NAQ, mean±SEM

	1.22 ± 0.02
	1.17 ± 0.02
	1.16 ± 0.02
	

	Age, mean±SEM 

	44.55 ± 0.53
	45.10 ± 0.51
	44.26 ± 0.79
	

	Male/female

	162/192
	218/218
	66/75
	

	Tobacco

	75
	90
	35
	

	Education†

	33/115/104/102
	34/125/161/116
	9/40/44/48
	


† Secondary school or less/High school/University 4 years or less/University 4 years or more 
















Supplementary table 4. Characteristics of the men grouped by miR-223 genotype.
	
	
A
	
G
	
Sum

	Subjects (%)

	374
	78
	452

	NRS, mean±SEM

	2.29 ± 0.11
	2.46 ± 0.25
	

	NAQ, mean±SEM

	1.18 ± 0.02
	1.21 ± 0.04
	

	Age, mean±SEM 

	45.49 ± 0.53
	47.65 ± 1.14
	

	Tobacco

	104
	20
	

	Education†

	37/124/114/99
	8/32/24/14
	


† Secondary school or less/High school/University 4 years or less/University 4 years or more 


















Supplementary table 5. Characteristics of the women grouped by miR-223 genotype.
	
	
AA

	
AG/GG
	
Sum

	Subjects (%)

	355
	153
	508

	NRS, mean±SEM

	2.72 ± 0.13
	2.54 ± 0.17
	

	NAQ, mean±SEM

	1.18 ± 0.02
	1.19 ± 0.03
	

	Age, mean±SEM 

	43.62 ± 0.51
	44.86 ± 0.82
	

	Tobacco

	59
	21
	

	Education†

	25/87/133/110
	8/40/49/56
	













† Secondary school or less/High school/University 4 years or less/University 4 years or more 

















	
	
Pain

	
B
	
Std. Err
	
p-value
	
95 % conf. interval

	Step 1 
	Rsq: 0.056
	
	
	
	

	
	Age
	-0.003
	0.011
	0.784
	-0.024 – 0.018

	
	Tobacco

	0.363
	0.301
	0.227
	-0.226 – 0.952

	
	Education
	
	
	
	

	
	High school
	-0.508
	0.500
	0.310
	-1.488 – 0.472

	
	University <4y 
	-0.831
	0.481
	0.084
	-1.763 – 0.101

	
	University >4y

	-1.441
	0.485
	0.003
	-2.391 – -0.491

	
	miR-223
	
	
	
	

	
	AA

	0.138
	0.209
	0.508
	-0.271 – 0.547

	
	NAQ

	0.795
	0.349
	0.022
	0.111 – 1.479

	Step 2
	Rsq: 0.057
	
	
	
	

	
	Age
	-0.003
	0.011
	0.787
	-0.024 – 0.018

	
	Tobacco

	0.361
	0.302
	0.231
	-0.230 – 0.951

	
	Education
	
	
	
	

	
	High school
	-0.508
	0.498
	0.308
	-1.484 – 0.468

	
	University <4y 
	-0.822
	0.479
	0.086
	-1.760 – 0.116

	
	University >4y

	-1.439
	0.483
	0.003
	-2.385 – -0.494

	
	miR-223
	
	
	
	

	
	AA

	0.639
	0.950
	0.501
	-1.223 – 2.501

	
	NAQ

	1.089
	0.674
	0.106
	-0.232 – 2.409

	
	miR-146a x NAQ
	
	
	
	

	
	AA

	-0.421
	0.800
	0.598
	-1.989 – 1.146


Supplementary table 6. Hierarchical regression of women with miR-223 genotype AG/GG as reference (Bootstrapping with 5000 resamples). 
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