
Fig.S1 HIF1A knockdown by si-HIF1A transfection HIF1A knockdown in Panc-1 cells was achieved by transfection of si-HIF1A, as confirmed using Immunoblotting. The data are presented as mean ± SD of three independent experiments. **P<0.01.

 Fig.S2 Selection and validation of circ_0000977 (A) top 10 upregulated circRNAs in PC tissues reported by GSE79634 were shown. (B-C) Expression of these 10 circRNAs in low-HIF1A and high-HIF1A PC tissue specimens. (D-E) Correlation between circ_0000977 and ADAM10, between circ_0000977 and mMICA was analyzed. The data are presented as mean ± SD of three independent experiments. *P<0.05, **P<0.01.

 Fig.S3 Selection and validation of miR-153 (A) miRNAs negatively or positively correlated with ADAM10 included in linkedOmics database. (B) A total of 160 miRNAs were predicted by mircoT-CDS, miRanda, Targetscan and miRDB to target ADAM10, of them 12 were in the top 100 miRNAs negatively-correlated to ADAM10; of them, 3 miRNAs were predicted by online tools to be downstream target of circ_0000977: miR-153, miR-369 and miR-374. (C) Panc-1 cells were exposed to normoxia or hypoxia and examined for the expression of miR-153, miR-369 and miR-374. The data are presented as mean ± SD of three independent experiments. **P<0.01. (D-E) Correlation between miR-153 and ADAM10, between miR-153 and HIF1A was analyzed using Pearson-correlation analysis.

Fig.S4 miR-153 binding to circ_0000977 (A), ADAM10 (B) and HIF1A (C) confirmed using luciferase reporter gene assays in 293T cells. (D) The dynamic effects of circ_0000977 silence and miR-153 inhibition on HIF1A and ADAM10 mRNA expression.
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